Supplementary Figures 2: Venn diagram representing CTC-shared SNVs/indels and CNA per patient. Genes highlight in
the CNA section were also found in Friedlander ez al. 2019 and genes highlight in the SNVs/indels were associated with
prostate cancer in bold and telomere maintenance in italic. We also emphasize in red CTC-shared genes.
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Genetic variations (SNP + INDELs)



1011 2012

PINX1
TP53

CREB3L1'
PIK3R1

PARP1
SMG6

Patient 1



HNRNPC

CREB3L1 \

NFKB1

HNRNPU
ARAF }

CREBBP
MDM?2 {
PIK3R2

5015

7017

6016

HNRNPA1
TERF2
EGF
MAP2K1
PIK3R3
PINX1
‘NAIlO
RAD50
HSP90AA1
IKBKB
PARPL CTNNB1
FGFR1
TNKS APC
PIK3CG
CCNE1
EGFR
PDGFA

Patient 3



CREBBP

862_1

NAT10
CTNNB1

826_2

HNRNPU
PARP1
PINX1
ATM
HNRNPC
RADS50
TERF2
PIk3CG
CREB3L1
CREB5
MDM2
MTOR
PIK3CA
PIK3CD
PIK3R1
PIK3R3
RELA
5052
TP53
APC

Patient 5



PINX1
NAT10
TERF2
PIK3CG
TP53
CREB3L1 }

CREB3L2 ‘
CREBBP
CTNNB1
FGFR1
HSP90A
Al
IKBKB
NFKB1
PDGFA
PIK3R3
5051
5082
APC

877 1A

877 1C

877 1B

Patient 6



890 629 3

CREB3L1
HSP90AA1
IKBKB
NFKB1

890 2

HNRNPU
TERF2
CTNNB1
FGFR1
PDGFA
PIK3CD
PIK3R3

Patient 7



902 815 1 902 2

CREBBP

PARP1
SMG6
PIK3CD ‘
APC

PINX1
HNRNPC
IKBKB
NFKB1
PDGFA
PIK3R1
PIK3R3
5051

902_9 Patient 8



922_1 922_4

TTN
EIF3A
FBXO17
OR2T4
PRKDC

Patient 9



964 12 964_15

NAT10
NFKB1

} PDGFA
CREBBP

HSP90AA1

964_6

Patient 10



