Table S1. Dataset A subsample of patients from DiLiddo et al, 2020a was selected to provide a framework of microbiomes from diseased patients. Conversely, a control set of sequences from healthy adults was downloaded from the SRA databaseb.
	Sample ID
	Category
	Gender
	AGE
	Status
	Copatology

	CD-9M72
	CD
	M
	72
	remission
	Yes

	CD-10M44
	CD
	M
	44
	remission
	Yes

	CD-22M30
	CD
	M
	30
	sick
	No

	CD-24F30
	CD
	F
	30
	sick
	No

	CD-43M68
	CD
	M
	68
	remission
	Yes

	CD-11F43
	CD
	F
	43
	sick
	No

	UC-7M72
	UC
	M
	72
	sick
	Yes

	UC-8M72
	UC
	M
	72
	sick
	Yes

	UC-23M65
	UC
	M
	65
	sick
	No

	UC-26M73
	UC
	M
	73
	sick
	No

	UC-39M48
	UC
	M
	48
	remission
	Yes

	UC-40M80
	UC
	M
	80
	sick
	Yes

	UC-41M61
	UC
	M
	61
	remission
	Yes

	UC-42F52
	UC
	F
	52
	sick
	Yes

	SRR4457136
	Healthy
	NA
	NA
	healthy
	No

	SRR4457153
	Healthy
	NA
	NA
	healthy
	No

	SRR4457155
	Healthy
	NA
	NA
	healthy
	No

	SRR4457156
	Healthy
	NA
	NA
	healthy
	No

	SRR4457163
	Healthy
	NA
	NA
	healthy
	No

	SRR4457164
	Healthy
	NA
	NA
	healthy
	No

	SRR4457165
	Healthy
	NA
	NA
	healthy
	No

	SRR4457166
	Healthy
	NA
	NA
	healthy
	No

	SRR4457167
	Healthy
	NA
	NA
	healthy
	No

	SRR4457187
	Healthy
	NA
	NA
	healthy
	No

	SRR4457188
	Healthy
	NA
	NA
	healthy
	No

	SRR4457189
	Healthy
	NA
	NA
	healthy
	No
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