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Figure S1. Representative LC3-II Western blot with corresponding total protein stain for comparison 

of the two normalization approaches for LC3-II. A. LC3-II was normalized either to total protein, 

represented by the box, or to a 25 kDa band, represented by the arrowhead, as described in Methods. 

M= molecular weight marker; marker values displayed to the left of the large blot. B. The normalized 

LC3-II numbers obtained from the Western blot shown in panel A, after normalization to total protein 

(top) and after normalization to the 25 kDa band (bottom). There was no significant difference 

between the corresponding normalized LC3-II numbers (p=0.15, by paired T-test). 

 

Figure S2. Comparison of LC3-II steady-state level, APG biogenesis, degradation rate and 

degradation amount after 24h or 7 day treatment with Nef and/or ART. A-D. Mean fold changes of 

A. LC3-II level, B. APG biogenesis, C. Rate of APG degradation (flux), and D. Amount of APG 

degradation (net flux) after Nef and/or ART treatment over control. Control is represented by the 

dashed lines at 1. n = 7 - 11. Error bars depict SD. 

 

Figure S3. Comparison of p62-II Level, degradation rate, and degradation amount after 24h or 7 day 

treatment with Nef and/or ART. A-C. Mean fold changes of A. p62 level, B. Rate of p62 degradation 

(flux), and C. Amount of p62 degradation (net flux) after Nef and/or ART treatment over control. 

Control is represented by the dashed lines at 1. n = 5 - 10. Error bars depict SD. 


