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RNA was isolated from mouse RPE using the Simultaneous RPE cell Isolation and RNA Stabilization 
method (SRIRS method) using the RNA Plus Mini Kit (Qiagen). Quantitative PCR was performed following 
reverse transcription using TaqMan probes for the mouse genes Has1 (A), Has2 (B), Has3 (No signal), 
Hyal1 (C), Hyal2 (D), and 18S ribosomal RNA (rRNA) (Applied Biosystems). 18S rRNA was used as 
endogenous control for each gene tested. mRNA expression was calculated using 2-ΔΔCt method and 
shown relative to expression in wildtype littermate mice.  


