[image: ]
Figure S1. The distribution of 7040 positive samples of training neural network which are associated with 390 diseases and 567 miRNAs. the horizontal axis represents the type of disease and the vertical axis represents the number of miRNAs associated with the disease.
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Figure S2. Precision-Recall curves and AUPRC for Lung Neoplasm with top-40 and top-60, respectively. (a) PR curve and APs for top-40 prediction; (b) PR curve and APs for top-60 prediction.
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Figure S3. Precision-Recall curves and AUPRC for Lymphoma with top-40 and top-60, respectively. (a) PR curve and APs for top-40 prediction; (b) PR curve and APs for top-60 prediction.
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Figure S4. Precision-Recall curves and AUPRC for Breast Neoplasm with top-40 and top-60, respectively. (a) PR curve and APs for top-40 prediction; (b) PR curve and APs for top-60 prediction.
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