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Supplemental Figure 1. Injection of two lats1 gRNAs leads to efficient lats1 large deletions (A) 

Schematic depicting the zebrafish lats1 gene and the PCR based genotyping assay used to identify 

and differentiate between successful large deletion alleles and WT alleles. Arrows indicate the target 

sites of the gRNAs used. F refers to forward primer; R refers to reverse primer. (B) Agarose gel 

separation of PCR amplicons generated based on genotyping assay depicted in A. Amplicons of the 

correct size, indicative of a large genomic deletion, are present in lats1 CRISPR injected embryos, but 

absent in un-injected negative control ZDR fish strain. Numbers above lanes represent the number of 

embryos used as the template DNA for each PCR sample. Last lane contains 100bp ladder (NEB). 


