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Supplemental Table S1. Sequences of primer pairs for Q-PCR (from 5’ to 3’). 

 Forward Reverse 

HPS70 AGAGCGGAGCCGACAGAG CACCTTGCCGTGTTGGAA 

SELENOF AAGTCCAAGCTTTTGTTAGGA

GTGATA 

AAGCTTTAATACAGGGTCT

GAACCA 

ACTB CCTGGCACCCAGCACAAT GCTGATCCACATCTGCTGG

AA 
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Supplemental Table S2. Sequences of primer pairs for ChIP assay (from 5’ to 3’). 

 Forward Reverse 

Input GAAAAGGCGGGTCTCC

GTGACG 

GGTTCGCTCTGGGAAGCC

TTGG 

Primer I CATTTCTGCGCACCTAT

CCCTTC 

GAGAGAGAAGACCGAAC

TCAGTGG 

Primer II CCACTGAGTTCGGTCTT

CTCTCTC 

GAAAGCGGTTTCAAAGAG

AACCGG 

Primer III CCGGTTCTCTTTGAAAC

CGCTTTC 

GGCGATGCTCTTCTTGGA

AAACCAG 

Primer IV GCTGCTCGGGATCAAG

ACATACC 

GACACCAGCGGCGTTGGT

GATAGC 

Primer V CTCTCGCCTCCCTCTAC

TGCCTCA 

GTTGCCGAGCAGCGTACG

CGGATG 

Primer IV TTCAGTTCCTCACCTAG

CTTCGAG 

GGTATGTCTTGATCCCGAG

CAGC 

Primer VII TTCGGGTCCGCTTATTG

GACGGAAG 

TCACGACACTTCGTCAAG

CAGCCA 
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Supplemental Figure S1. ICP-MS test report for selenium in cell culture medium. 

 



 

Supplemental Figure S2. TSS-seq datasets of SELENOF in adult tissues and HEK293 

cells. 
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Supplemental Figure S3.  

The effect of Tm treatment on the transcription levels of SELENOF (a), and the 

endogenous protein levels of SELENOF, HSF1 and BIP (b) in neuro-2a cell lines. 

Quantification of HSF1 protein levels in HEK293T cells with/without 1μM selenate 

treatment and HSF1 overexpression (c), 1μM selenate treatment and HSF1 siRNA 

knockdown (d), 5μg/mL Tm treatment and HSF1 overexpression (e), 5μg/mL Tm 

treatment and HSF1 siRNA knockdown (f). 


