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A Novel Inc-RNA, Named Inc-ORA, Is Identified by
RNA-Seq Analysis, and Its Knockdown Inhibits
Adipogenesis by Regulating the PI3K/AKT/mTOR
Signaling Pathway
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TATCTAGTCT
CTAGGTATTAAAGAGG GACAMAGTAG
TTAGTAAACTCACACA CTCTGTTAGTTCATA
GCAAGGTTGTCTTCTGAAGAGTTGTGAAGTGTATCATC
CAAGTGACGOGTGCCTATGTCACGGGACACAAGATGGG
CTGAAGGGGAAGAAMGGTCGOAGACCAGAATGTCCTC
ACCAGAAGACACTTGGAGATCTAACTAGTTACATGTGCG
TGGTTTCAGTACTACTATGTATATAGGGGACAAATTCATG
TCCTCATCTGAAACATCTAGTCCTTCTAGGTGTTTAGAA
GTGCACAAAGTATOTTAAAAGTAGACATAGTAAATAATA

1000 bp  CGIGTTGTAGATTCTGTTTAAACTCATOGTGAAGTGTTG
TCTTTTGGAACTAGAAAGAGAAACTGCTTCTGAGCAAT

TSODP  GeAGCCTTCTIGIGEAGHTCTAGGAGGEAGGAAGAAA
GAAAATGAATGAAGAGCCTAATGCTGATGCAAGTTTGGT
AATACAAGGTTATCCATTGTTGCTTATATCTGTGCATCTTA
CTTTGCATGTATAGAAAACATAGGTCCAAATTTGEAGE
ACCCAGTCTTCCTAGACTGTAAAGGTGCCAGTGTGTGA
CAAAGTAGAGTTAGTGAAAAGACATATTTATAGATTATGT
TAAMTTTGTAGGAAA

750 bp

Figure S1. Alignment track, and transcriptional identification of Inc-ORA in mouse. (A) The
alignment track of Inc-ORA. (B) Amplification product by Rapid Amplification of cDNA Ends
(RACE). (C) Detection of Inc-ORA ¢DNA using PCR in mouse adipocytes. (D) The sequence
information of Inc-ORA.
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Figure S2. The biological characteristics of Inc-ORA. (A) Coding potential of Inc-ORA was predicted
by CAPT analysis. (B) The Inc-ORA expression in nuclear and cytoplasmic fractions extracted from
preadipocytes. (C) The expression profile of Inc-ORA in preadipocytes, macrophages and adipocytes.
(D) The expression level analysis of Inc-ORA in different tissues of mice.
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Figure S3. The expression pattern of Inc-ORA during 3T3-L1 cell adipogenesis. (A) The2d,4d, 6d
and 8 d morphology of 3T3-L1 cells. (B-D) The profiling of adipogenic marker genes PPARYy, C/EBPq,
and FABP4 during 3T3-L1 cell differentiation.
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Figure S4. ERK and p38 signaling pathways were not implicated in the regulatory adipogenesis of
Inc-ORA knockdown. (A) The protein levels of p-ERK, ERK, p-p38, and p38 were detected by western
blot. (B) The protein quantification analysis.




