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Figure S1 3D structures comparison of paralogous pairs from PtHsf family
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Figure S2 Two paralogous pairs protein sequence alignment analysis
(A) PtHsf-B2a and PtHsf-B2c protein sequence alignment. Blue arrows represent mutation to Pro or Gly
mutation.

(B) PtHsf-B8a and PtHsf-B8b protein sequence alignment. Blue arrows represent mutation to Pro or Gly

mutation.
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