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Supplementary Materials 

 

Methods 

FACS Analysis of Mitotic Cells  

To detect mitotic cells, cells were fixed in ice-cold methanol for 16 h, then incubated with phospho-

Histone H3 (Ser10) (1:500, ab14955, Abcam, Cambridge, UK) for 1 h at room temperature (RT). After 

washing with 1% bovine serum albumin in phosphate-buffered saline, cells were stained with 

fluorescein-5-isothiocyanate (FITC)-conjugated secondary antibody for 30 min at RT and DNA was 

stained with propidium iodide (PI). Finally, samples were analyzed by flow cytometry (FACSCaliber; 

Becton Dickinson, Franklin Lakes, NJ, USA). 
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Figure S1. Expression and gene alteration of C/EBPβ in human lung cancers 

 

 

(A) Detailed score of C/EBPβ expression in NSCLC patient tissues. (B) The alterations of C/EBPβ 

gene were analyzed using cBioPortal Cancer Genomics [1, 2]. C/EBPβ gene is altered in 1.74% 

(amplification 1.57% and deep deletion 0.17%) of squamous cell carcinoma and in 1.32% 

(amplification 1.22% and deep deletion 0.1%) of adenocarcinoma.  
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Figure S2. Overall survival (OS) and post-progression survival (PPS) of lung cancer 

patients  

 

The association between C/EBPβ mRNA expression and (A) OS, (B) PPS of total lung cancer patients 

or (C) PPS of adenocarcinoma patients was analyzed using the Kaplan-Meier Plotter [3]. Kaplan-

Meier analysis was performed in whole dataset. 
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Table S1. Histological Subtypes and gene mutation status of NSCLC cell lines. 

 

Cell line Histological type 
EGFR 

mutation 

KRAS 

mutation 
Reference 

A549 Adenocarcinoma (AC) WT G12S [4] 

Calu-6 Anaplastic carcinoma WT Q61H [5] 

H1299 Large cell carcinoma WT WT/NRAS Q61K [4] 

H1703 Adenocarcinoma WT WT [4] 

H1975 Adenocarcinoma L858R, T790M WT [5] 

H23 Adenocarcinoma WT G12C [4] 

H460 Large cell carcinoma WT Q61H [4] 

HCC2279 Adeno-squamous cell carcinoma delE746-A750 WT [6] 

H522 Adenocarcinoma WT WT [4] 

A427 Adenocarcinoma WT G12D [4] 

Calu-3 Adenocarcinoma WT WT [5] 

H358 Bronchioalveolar Carcinoma (AC) WT G12C [4] 

HCC827 Adenocarcinoma delE746-A750 WT [7] 

HCC95 Squamous cell carcinoma WT WT [4] 

HCC1588 Squamous cell carcinoma WT WT [6, 8] 

 

 

 

 

 

 

 

  



Cells 2019, 8, x FOR PEER REVIEW 5 of 6 

 

Figure S3. FACS analysis of mitotic cells using mitotic marker, phospho-Histone H3 (Ser 

10).  

 

         

        

 

Cells were fixed 48 h after siRNA transfection and stained with anti-phospho-histone H3 (Ser10) to 

detect mitotic cells and PI for DNA content. A. Populations of each cell cycle of control and C/EBP-

knockdown cells are shown. B. Mitotic populations of control and C/EBP-knockdown cells are 

shown. Data are presented as mean ± SD. Statistical significance was determined using the t-test, * p 

< 0.05. 
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