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Change in References list order.
The authors wish to make the following corrections to this review [1], since in the published

version the reference citation in the main text does not correlate properly to the correct reference list
numbers. The order of references from ref [75] to ref [188] should be as listed below. The authors
would like to apologize for any inconvenience caused to the readers by these changes. The change
does not affect statements or conclusions of the review.
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