Table S7: The frequency of heterozygotes and translational status in detected SNPs from TAP1 CDS in C. bactrianus and C. dromedarius.
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	SNP position
	Camelus bactrianus (n=10)
	Camelus dromedarius (n=8)
	Synonymous (S) x Non-synonymous (N) substitution

	210
	-
	0.125
	S

	541
	0.5
	-
	N

	544
	0.8
	0.25
	N

	790
	0.1
	-
	N

	871
	0.7
	0.375
	N

	894
	-
	0.125
	N

	969
	0.9
	-
	S

	994
	-
	0.125
	N

	1099
	0.1
	-
	S

	1134
	-
	0.125
	S

	1219
	0.8
	0.375
	N

	1451
	0.1
	-
	N

	1491
	0.8
	0.375
	S

	1568
	0.8
	0.375
	N

	1602
	0.5
	-
	S

	1931
	-
	0.25
	N

	1974
	0.8
	0.375
	S

	2107
	0.1
	0.25
	N

	2234
	0.4
	-
	N



