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Figure S1. Representative intact cell MALDI-ToF mass spectrometry analysis spectra of the cell line UKF-NB-3 and
its drug-adapted sublines. Some characteristic differences are highlighted in the red boxes.
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Figure S2. Representative intact cell MALDI-ToF mass spectrometry analysis spectra of the cell line IMR-5 and its
drug-adapted sublines. Some characteristic differences are highlighted in the red boxes.



Figure S3

[a.u]

6000+

Intens.

IMR-32

4000+

2”””‘_’ Lo »JJ‘U&ULMl '\u\.}k._,; lewuu.“_

*

-y

(=}
=

1.0+

0.8

IMR-32"MELS500

Intens. [a.u]

o :WJLAWQJMM’% W»..aL L\MWJ ‘\W.}\Mu\___)\k‘__

gx%&f
£ 1257
w ]

e “ IMR-32"OXALI800
' |

0.50

0.25 3 [ ‘
E N _NLJ‘]M -L».L« M S ml- / ULJL \‘,//-J‘ ! kwu‘l ]‘\

i

Intens. [a.u

1.0+

I IMR-32'TOPO8
|

0.6+

K
A _,M) B L,.,L,‘Ilkv.\ A

o Ao

-

0.4+
027 | bbb sl \MuJ.‘

Mo

x?ﬁq_

1.04

Intens. [a.u]

o | | IMR-32"CARBO1000

0.2+

A
LS AMAALL

) L |
=L -J.l.qq]w’-. i L L-‘;_,: "

) [ TR, W S N
0.0 T T T T T T T — T

T T =TT e T T T T T T T T T T T T
ooo 1000¢ 15000 20000 25000 30000 35000




Figure S3. Representative intact cell MALDI-ToF mass spectrometry analysis spectra of the cell line IMR-32 and its
drug-adapted sublines. Some characteristic differences are highlighted in the red boxes.
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Figure S4. Comparison of intact cell MALDI-ToF mass spectrometry analysis data derived from the cell lines IMR-32,
IMR-5, and UKF-NB-3 by principal component (PC) analysis. The comparisons PC1 vs. PC2, PC1 vs. PC3, and PC2 vs.
PC3 are presented.
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Figure S5. Comparison of intact cell MALDI-ToF mass spectrometry analysis data derived from the cell line UKF-NB-3
and its drug-adapted sublines by principal component (PC) analysis. The comparisons PC1 vs. PC2, PC1 vs. PC3, and
PC2 vs. PC3 are presented.
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Figure S6. Comparison of intact cell MALDI-ToF mass spectrometry analysis data derived from the cell line IMR-32 and
its drug-adapted sublines by principal component (PC) analysis. The comparisons PC1 vs. PC2, PC1 vs. PC3, and PC2
vs. PC3 are presented.
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Figure S7. Comparison of intact cell MALDI-ToF mass spectrometry analysis data derived from the cell line IMR-5 and
its drug-adapted sublines by principal component (PC) analysis. The comparisons PC1 vs. PC2, PC1 vs. PC3, and PC2
vs. PC3 are presented.



Table S1. Short tandem repeat (STR) profiles of project cell lines. Loci that differ from those of the parental cell line are highlighted in yellow.

Cell line D5
UKF-NB-3* 11
UKF-NB-3rCDDP1000 11
UKF-NB-3rOXALI2000 11

D5
IMR-32 reference* 11
IMR-32 11
IMR-32rCARB01000 11
IMR-32rMEL500 11
IMR-32rOXALI800 11
IMR-32rTOPO8 11

D5
IMR-5 reference* 11
IMR-5 11
IMR-5rCDDP1000 11
IMR-5rDACARB40 11
IMR-5rDOCE20 11
IMR-5rVINB20 11
IMR-5rVCR10 11
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X
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* references: UKF-NB-3, no reference available in databases; IMR-32, DSMZ (ACC 165); IMR-5, D5-Amel (Sanger Institute)/ D3-D2 (indicated in grey)

DSMZ (ACC 165)



Table S1. Short tandem repeat (STR) profiles of project cell lines. Loci that differ from those of the parental cell line are highlighted in yellow.

Cell line
UKF-NB-3*

UKF-NB-3rCDDP1000
UKF-NB-3rOXALI2000

IMR-32 reference*
IMR-32

IMR-32rCARBO1000

IMR-32rMEL500
IMR-32rOXALI800
IMR-32rTOPOS8

IMR-5 reference*
IMR-5
IMR-5rCDDP1000
IMR-5rDACARB40
IMR-5rDOCE20
IMR-5rVINB20
IMR-5rVCR10
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15
15
15
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16
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* references: UKF-NB-3, no reference available in databases; IMR-32, DSMZ (ACC 165); IMR-5, D5-Amel (Sanger Institute)/ D3-D2 (indicated in grey)

DSMZ (ACC 165)



