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Figure S1: Gating strategy for Ci2FDG, apoptosis/necrosis, and cell cycle distribution. Abemaciclib-
treated BT-549 and HTB-132 are shown representatively. Initially, cell debris and doublets were
excluded. Afterwards, thresholds for C2FDG, Annexin V, and 7-AAD were defined, and the cell cycle
phases were distinguished according to their DNA content and corresponding Hoechst 33342 signal.



