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Table S1. Frequency of the occurrence of individual FCGR2A alleles in the studied 

groups and subgroups. Cont. – healthy control; SA – group of patients with 

sarcoidosis; TB – group of patients with tuberculosis. 

Studied group 
Frequency of FCGR2A alleles [n (%)] 

131H 131R 

SA total (n = 144) 161 (56) 127 (44) 

SA stage I (n = 36) 42 (58) 30 (42) 

SA stage II (n = 53) 56 (53) 50 (47) 

SA stage III (n = 34) 43 (63) 25 (37) 

SA stage IV (n = 21) 20 (49) 22 (51) 

TB (n = 179) 199 (56) 159 (44) 

Cont. (n = 145) 169 (58) 121 (42) 



Table S2. Frequency of the occurrence of individual FCGR2A genotypes in the studied 

groups and subgroups. Cont. – healthy control; SA – group of patients with 

sarcoidosis; TB – group of patients with tuberculosis. 

 

Studied group 
Frequency of FCGR2A genotypes [n (%)] 

131HH 131HR 131RR 

SA total (n = 144) 44 (30.5) 73 (51) 27 (18.5) 

SA stage I (n = 36) 10 (28) 22 (61) 4 (11) 

SA stage II (n = 53) 13 (24) 30 (57) 10 (19) 

SA stage III (n = 34) 17 (50) 9 (26) 8 (24) 

SA stage IV (n = 21) 4 (19) 12 (57) 5 (24) 

TB (n = 179) 53 (30) 93 (52) 33 (18) 

Cont. (n = 145) 49 (34) 71 (49)               25 (17) 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



Table S3. Frequency of the occurrence of individual FCGR2B alleles in the studied 

groups and subgroups. Cont. – healthy control; SA – group of patients with 

sarcoidosis; TB – group of patients with tuberculosis. 

Studied group 
Frequency of FCGR2B alleles [n (%)] 

232I 232T 

SA total (n = 134) 233 (87) 35 (13) 

SA stage I (n = 30) 52 (87) 8 (13) 

SA stage II (n = 49) 86 (88) 12 (12) 

SA stage III (n = 34) 58 (85) 10 (15) 

SA stage IV (n = 21) 37 (88) 5 (12) 

TB (n = 97) 167 (86) 27 (14) 

Cont. (n = 101) 173 (85.5) 29 (14.5) 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



Table S4. Frequency of the occurrence of individual FCGR2B genotypes in the studied 

groups and subgroups. Cont. – healthy control; SA – group of patients with 

sarcoidosis; TB – group of patients with tuberculosis. 

 

Studied group 
Frequency of FCGR2B genotypes [n (%)] 

232II 232IT 232TT 

SA total (n = 134) 100 (74.5) 33 (24.5) 1 (1) 

SA stage I (n = 30) 23 (77) 6 (20) 1 (3) 

SA stage II (n = 49) 37 (75.5) 12 (24.5) 0 

SA stage III (n = 34) 24 (70.5) 10 (29.5) 0 

SA stage IV (n = 21) 16 (76)  5 (24) 0 

TB (n = 97) 70 (72) 27 (28) 0 

Cont. (n = 101) 73 (72) 27 (27) 1 (1) 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



Table S5. Frequency of the occurrence of individual FCGR2C alleles in the studied 

groups and subgroups. Cont. – healthy control; SA – group of patients with 

sarcoidosis; TB – group of patients with tuberculosis. 

Studied group 
Frequency of FCGR2C alleles [n (%)] 

57X 57Q Gene deletions 

SA total (n = 149) 220 (74) 76 (25.5) 1 (0.5) 

SA stage I (n = 37) 61 (82) 13 (18) 0 

SA stage II (n = 57) 94 (82) 20 (18) 0 

SA stage III (n = 34) 43 (63) 25 (37) 0 

SA stage IV (n = 21) 22 (52) 18 (43) 1 (5) 

TB (n = 179) 187 (52) 163 (45.5) 4 (2.5) 

Cont. (n = 148) 257 (87) 39 (13) 0 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



Table S6. Frequency of the occurrence of individual FCGR2C genotypes in the studied 

groups and subgroups. Cont. – healthy control; SA – group of patients with 

sarcoidosis; TB – group of patients with tuberculosis. 

 

Studied group 
Frequency of FCGR2C genotypes [n (%)] 

57XX 57XQ 57QQ Gene deletions 

SA total (n = 149) 78 (52) 64 (43) 6 (4) 1 (1) 

SA stage I (n = 37) 25 (68) 11 (30) 1 (2) 0 

SA stage II (n = 57) 40 (70) 14 (25) 3 (5) 0 

SA stage III (n = 34) 9 (26) 25 (74) 0 0 

SA stage IV (n = 21) 4 (19) 14 (67) 2 (9) 1 (5) 

TB (n = 179) 17 (9) 153 (85) 5 (3) 4 (3) 

Cont. (n = 148) 112 (76) 33 (22) 3 (2) 0 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



Table S7. Frequency of the occurrence of individual FCGR3A alleles in the studied 

groups and subgroups. Cont. – healthy control; SA – group of patients with 

sarcoidosis; TB – group of patients with tuberculosis. 

Studied group 
Frequency of FCGR3A alleles [n (%)] 

158F 158V 

SA total (n = 120) 142 (59) 98 (41) 

SA stage I (n = 23) 33 (72) 13 (28) 

SA stage II (n = 54) 52 (48) 56 (52) 

SA stage III (n = 23) 31 (67) 15 (33) 

SA stage IV (n = 20) 26 (65) 14 (35) 

TB (n = 179) 193 (54) 165 (46) 

Cont. (n = 148) 167 (56) 129 (44) 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



Table S8. Frequency of the occurrence of individual FCGR3A genotypes in the studied 

groups and subgroups. Cont. – healthy control; SA – group of patients with 

sarcoidosis; TB – group of patients with tuberculosis. 

 

Studied group 
Frequency of FCGR3A genotypes [n (%)] 

158FF 158FV 158VV 

SA total (n = 120) 47 (39) 48 (40) 25 (21) 

SA stage I (n = 23) 13 (57) 7 (30) 3 (13) 

SA stage II (n = 54) 13 (24) 26 (48) 15 (28) 

SA stage III (n = 23) 12 (52) 7 (30.5) 4 (17.5) 

SA stage IV (n = 20) 9 (45) 8 (40) 3 (15) 

TB (n = 179) 49 (27) 95 (53) 35 (20) 

Cont. (n = 148) 42 (28) 83 (56) 23 (16) 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



Table S9. Frequency of the occurrence of individual FCGR3B alleles in the studied 

groups and subgroups. Cont. – healthy control; SA – group of patients with 

sarcoidosis; TB – group of patients with tuberculosis. 

 

Studied group 
Frequency of FCGR3B alleles [n (%)] 

NA1 NA2 SH 

SA total (n = 154) 111 (36) 184 (60) 13 (4) 

SA stage I (n = 38) 32 (42) 38 (50) 6 (8) 

SA stage II (n = 60) 38 (31.5) 75 (62.5) 7 (6) 

SA stage III (n = 35) 25 (36) 45 (64) 0 

SA stage IV (n = 21) 16 (38) 26 (62) 0 

TB (n = 179) 152 (42.5) 205 (57) 1 (0.5) 

Cont. (n = 148) 113 (38) 168 (56.5) 15 (5.5) 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



Table S10. Frequency of the occurrence of individual FCGR3B genotypes in the 

studied groups and subgroups. Cont. – healthy control; SA – group of patients with 

sarcoidosis; TB – group of patients with tuberculosis. 

 

Studied group 
Frequency of FCGR3B genotypes [n (%)] 

NA1/NA1 NA1/NA2 NA1/SH NA2/NA2 NA2/SH SH/SH 

SA total (n = 154) 19 (12) 70 (45.5) 9 (6) 52 (34) 4 (2.5) 0 

SA stage I (n = 38) 5 (13) 18 (47) 4 (11) 9 (24) 2 (5) 0 

SA stage II (n = 60) 5 (8.5) 23 (38) 5 (8.5) 25 (42) 2 (3) 0 

SA stage III (n = 35) 7 (20) 17 (49) 0 11 (31) 0 0 

SA stage IV (n = 21) 2 (10) 12 (57) 0 7 (33) 0 0 

TB (n = 179) 14 (8) 124 (69) 0 40 (22) 1 (1) 0 

Cont. (n = 148) 21 (14) 57 (39) 14 (9) 55 (37) 1 (1) 0 

 

 


