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Figure S1. Representative pyrograms for (a) enhancer 1, (b) enhancer 3, and (c¢) the MGMT promoter for sample GBMO08. Peaks
highlighted in blue-grey indicate the position to analyze, grey bars represent the expected heights according to the dispensation
order (histogram). Methylation levels of the CpG dinucleotides are shown above the respective position to analyze. Blue, yellow, and
red colors indicate the quality of the result (blue: passed, yellow: check, red: failed). The position highlighted in orange allows for
assessment of the efficiency of bisulfite conversion.
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Figure S2. Representative pyrograms for enhancer 2 (a) assay A, (b) assay B, (c) assay C, and (d) assay D for sample GBM08. Peaks
highlighted in blue-grey indicate the position to analyze, grey bars represent the expected heights according to the dispensation
order (histogram). Methylation levels of the CpG dinucleotides are shown above the respective position to analyze. Blue, yellow, and
red colors indicate the quality of the result (blue: passed, yellow: check, red: failed). Methylation levels of CpG 24 (assay C) were
included into data analysis because results obtained for mixtures of methylated and non-methylated DNA standards confirmed that
measurement was accurate in spite of failed quality flag. The position highlighted in orange allows for assessment of the efficiency
of bisulfite conversion.
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Figure S3. Representative pyrograms for enhancer 4 (a) assay A, (b) assay B, (c) assay C, and (d) assay D for sample GBM08. Peaks
highlighted in blue-grey indicate the position to analyze, grey bars represent the expected heights according to the dispensation
order (histogram). Methylation levels of the CpG dinucleotides are shown above the respective position to analyze. Blue, yellow, and

red colors indicate the quality of the result (blue: passed, yellow: check, red: failed). The position highlighted in orange allows for
assessment of the efficiency of bisulfite conversion.



