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Figure S2. Cycle threshold (Ct) values and gene expression stability values (M) of
candidate reference genes in three life cycle generations of Neopyropia yezoensis. (A) Ct
values of candidate reference genes. Boxes show the median (center lines), Q1 (lower
outline), Q3 (upper outline), and 1.5 times the interquartile range above Q3 and below
Q1 (whiskers). Data were derived from 3 replicates of 27 culture samples. (B) M was
calculated by stepwise exclusion of the least stable gene in three generations using
geNorm. In each plot, the least stable gene is on the left and the most stable gene is on
the right. Data were derived from 3 replicates of 22 culture samples for each generation.
G, gametophyte; S, sporophyte; CS, conchosporophyte.



