Table S1. VEGFA is a potentially predicted target for hsa-miR-429 by Miranda database (http://cbio.mskcc.org/miRNA2003/miranda.html)
described as our previous research paper [1].

miRNA targets™
Validated targets Predicted targets
hsa-miR- | WASF3|XIAP|MYC|ZEB1|OSTF1[BCL2|ZFPM2| ERMP1]|ATP2B1|CYP1B1|SCD|MRAS|LPAR1|AFF1|TMTC1|CHST11|LFNG|SDC2|FBX032
SOX2|RERE|ZEB2 IFBN2|TNFSF9|EGR1|CD70|ZNF281|VEGFA|TREM 1|CEBPD|TGFBR1|EIF5A2|OGFRLI
429 IOMA1[TIMP2[REXO1|HK2|CBX5|KLF4[IFNGR2|ZBTB20JUNJOSMR|ID2
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