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Classifier Selected Marker gene AUC based on RNAseq data AUC based on qRT-PCR data 

group 1 vs  2/3 NR5A1 1 1 

groups 1/2 vs 3 CCND2 0,988 1 

groups 1/2 vs 3 SEC23A 0,995 1 

group 1 vs 2/3 LAMB1 0,996 0,991 

groups 1/2 vs 3 PLEKHB2 1 0,944 

groups 1/2 vs 3 CDKN1B 0,995 0,991 

groups 1/2 vs 3 MARVELD2 1 0,996 

groups 1/2 vs 3 FAAH2 1 0,989 

groups 1/2 vs 3 ZEB1 0,997 0,944 

 

Figure S3. qRT-PCR-based evaluation of 9 genes that potentially serve as marker genes for trasncriptional groups of somatotroph tumors. Candidate markers
were selected using RNA-seq data; A. Scatter plot and ROC curve for each gene evaluation; dashed horizontal line indicate threshold value, ROC - receiver
operating characteristicAUC - area uner curve; B. Summary of the evaluation of each marker candidate. 


