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PCNA_V1 3 0.90 3 AXXATGt 240 1022 261 Yes MFEARLVQGSILKKVLEALKDLINEACWDISSSGVNLQSMDSSH-
VSLVQLT-
LRSEGFDTYRCDRNLAMGVNLTSMSKILKCAGNEDIITLRAEDNADTLALV
FEAPNQEKVSDYEMKLMDLDVEQLGI-
PEQEYSCVVKMPSGEFARICRDLSHIGDAVVIS-
CAKDGVKFSASGELGNGNIKLSQTSNVDKEEEAVTIEMNEPVQLTFALRYL
NFFTKATPLSSTVTLSMSADVPLVVEYKIADMGHLKYYLAPKIEDEEGS 

PCNA_V2 1 0.90 2 AXXATGt 
 

160 943 261 Yes MFEARLVQGSILKKVLEALKDLINEACWDISSSGVNLQSMDSSH-
VSLVQLT-
LRSEGFDTYRCDRNLAMGVNLTSMSKILKCAGNEDIITLRAEDNADTLALV
FEAPNQEKVSDYEMKLMDLDVEQLGI-
PEQEYSCVVKMPSGEFARICRDLSHIGDAVVIS-
CAKDGVKFSASGELGNGNIKLSQTSNVDKEEEAVTIEMNEPVQLTFALRYL
NFFTKATPLSSTVTLSMSADVPLVVEYKIADMGHLKYYLAPKIEDEEGS 

PCNA_V3 1 0.86 3 AXXATGt 204 443 80 Yes MFEARLVQGSILKKVLEALKDLINEACWDISSSGVNLQSMDSSH-
VSLVQLTLRSEGFDTYRCDRNLAMGVNLTRNRSTAV 

PCNA_V4 2 0.39 1 cXXATGc 85 843 253 Yes MLADLGQSSSLTQVSAGRRDVRPLALRLLKPKPARLSSFP-
PACSGVVATPPPCSRRAWS-
RAPSSRSMSKILKCAGNEDIITLRAEDNADTLALVFEAPNQEKVSDYEMKL
MDLDVEQLGIPEQEYSCVVKMPSGEFARICRDLSHIGDAVVIS-
CAKDGVKFSASGELGNGNI-
KLSQTSNVDKEEEAVTIEMNEPVQLTFALRYLNFFTKATPLSSTVTLSMSAD
VPLVVEYKIADMGHLKYYLAPKIEDEEGS 

 


