Supplementary Table S2-List of the specific pairs of primers for selected candidate genes that the corresponding protein directly interacted with the PVX encoded proteins

Length of PCR
Protein Name? Transcription ID? Primer Sequences (5'-3") Tm value (°C)*
Products (bp)
AAAATCCCCTTTGTCCCC 56.0
NbeEF14 Niben101Scf07423g04011.1 94
TTTCGATCATGTTATCACCCTC 56.8
CTAGCAAAAGCCCCATCA 54.2
NbeEFIBp-1 Niben101Scf19454g00004.1 90
TCCCCAGATACACCACAGAT 54.5
GTGGCTATACTGAATAACAACAATC 554
NbeEF1Bp-2 Niben101Scf00337g03005.1 89
GCATAACAGATACCCTTGACGA 57.2
AGGAGGTCCTAAAACTGCTCG 58.1
NbTIPs Niben101Scf02016g00005.1 92
AAACCCCTGTGACATCCATAA 56.9
AAACGATTAAAACCCCGAACT 57.8
NbFDI Niben101Scf22688g00018.1 88
TACGCAACAACCGTGACCT 56.9
GTGACGAGCTGAAGTTGATGTA 554
NbREM1 Niben101Scf15568g00037.1 94
GTTTTGGCTTTTGTAGTGGC 553
TCTACCAGCAAGTTGATTCTCC 56.4
NbREM2 Niben101Scf08587g00002.1 91
TCCATCTCCTCCTTTACCGT 56.1
TGCCTCCTCCTGAACAAGTC 57.2
NbREM3 Niben101Scf04804g01002.1 86
CAGCAGGTTTATCTTCTACGAC 54.1
GCCTTAGTCCCATCTGTCAAC 56.2
NbREM4 Niben101Scf02910g01040.1 91
TCTCAGTCTCCACTTTCGTAGC 56.5
CTCTGCTGCTGTTGCTATCC 55.9
NbPlastocyanin Niben101Scf00539207027.1 93
CTTTCAAAGAAGCCTTCACC 544
TGAAGATCAAGGTGGTGGC 56.0
NbActin-1 Niben101Scf04140g01010.1 83
TGAAGATCAAGGTGGTGGC 57.8
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2 General proteins names

b The accession number of N. benthamiana transcripts database (https:/solgenomics.net)

¢ The Tm value of qRT-PCR used in the study



