
Supplementary Table and Figures 

Table S1: In order to facilitate net understanding, symbols used to represent the 141 experimental 
selected proteins in the generated nets are listed (column A) near the MetaCore protein names (column 
B). We also report the corresponding UniProtKB recommended protein names (column C) and identifiers 
(column D) of the corresponding UniProtKB entries. Column E provides the main compartmental 
localization of the listed proteins. Edge green-numbers (column F) indicate, for each row-protein, how 
many interactions are established by our list-proteins with other DIN hubs. Edge red-numbers (column G) 
specify, for each row-protein, the number of interactions selected iERM-proteins establish within the SPN.





 

 

 

 

 



Figure S1: Shortest path net, trace mode visualization centred on VEGF-A. Only proteins that directly 
interact with VEGF-A (in bold) are visible. The rest of the network appears blurred in the background.  



Figure S2. Shortest path net, trace mode visualization centred on CD44. Only proteins that directly 
interact with CD44 (in bold) are visible. The rest of the network appears blurred in the background. 


