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Figure S1. The mRNA expression of mitochondrial biogenesis markers (e.g., UCP2 and UCP3) in naive
PD-MSCs (Naive) and PD-MSCsPEPF (PEDF+) by qRT-PCR. The data from each group are shown as the
mean + SD and were analyzed by Student’s t-test. *p<0.05 vs. naive PD-MSCs.
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Figure S2. H,0O,-injured rat modeling for 1 and 2 weeks. (a) Histological images in H&E-stained rat eyeball
sections for 1 week. (b) Eyeball weight (gram; g) in H,O,-injured 1 and 2 weeks (n=6/group). Measurement
of (c) the total retina, (d) outer nuclear layer (ONL), and (e) inner nuclear layer (INL) in H&E-stained
sections (n=6/group). The data represent the mean + SD and were analyzed by one-way ANOVA. #p<0.05

vs. Sham.
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Figure S3

Figure S3. Uncropped membrane images by western blotting in H,O,-injured ARPE-19 cells cocultured
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Figure S4
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Figure S4. The mRNA expression of mitochondrial biogenesis (e.g., PGCla, NRF1, ERRa, and TFAM)
and translation (e.g., MTIF2, MTIF3, MTRF1, MRRF, and MIEF1) markers in ARPE-19 cells cocultured
with naive PD-MSCs (Naive) or PD-MSCsPEPF (PEDF+) for 24 hours by gRT-PCR. The data from each
group are shown as the mean + SD and were analyzed by Student’s t-test or one-way ANOVA. #p<0.05 vs.

the normal control (-), *p<0.05 vs. H,O, treatment, **p<0.05 vs. naive PD-MSCs.
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Table S1. Human primer sequences using gRT-PCR.



Table S2

Gene Accession number Sequence (5’ - 3’) Tm (C)
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Table S2. Rat primer sequences using qRT-PCR.



Table S3

Antibody Company Catalog number
VEGF Novus Biologicals NB100-664
PEDF Lsbio LS-C818719
LC3 Cell signaling NB100-2220
PINK1 Abcam Ab23707
RDH11 Bioss BS-6214R
ATG7 Santa Cruz Biotechnology SC-8868
GAPDH AbFrontier LF-PA0018
Alexa Fluor 594 goat anti-rabbit 1IgG Invitrogen Al11012
Anti-HRP-conjugated mouse IgG Bio-rad 1705047
Anti-HRP-conjugated Rabbit IgG Bio-rad 1721019

Table S3. Antibody list.



