Table S1.

Gene Catalog # Hairpin sequence (5'- 3)

Corresponding shRNA (5'- 3')

FMOD shRNA Plasmid (m) is a pool of 3 different sSiRNA plasmids

sc-44823-SHA GATCCCTACATGGCAACCAGATTATTCAAGAGATAATCTGGTTGCCATGTAGTTTTT

FMOD  sc-44823-SHB GATCCCTACTAGACCTGAGTTATATTCAAGAGATATAACTCAGGTCTAGTAGTTTTT

sc-44823-SHC GATCCGCAACAGGATCAATGAGTTTTCAAGAGAAACTCATTGATCCTGTTGCTTTTT

Sense: CUACAUGGCAACCAGAUUALt
Antisense: UAAUCUGGUUGCCAUGUAGtt
Sense: CUACUAGACCUGAGUUAUALt
Antisense: UAUAACUCAGGUCUAGUAGtt
Sense: GCAACAGGAUCAAUGAGUULtt
Antisense: AACUCAUUGAUCCUGUUGCtt

DPT shRNA Plasmid (m) is a pool of 3 different shRNA plasmids

sc-143012-SHA GATCCCTGACAGACAATGGAACTATTCAAGAGATAGTTCCATTGTCTGTCAGTTTTT

DPT sc-143012-SHB GATCCCAGTGGAAGTTCATCATGTTTCAAGAGAACATGATGAACTTCCACTGTTTTT

sc-143012-SHC GATCCCTGTGATTCGCACTATAACTTCAAGAGAGTTATAGTGCGAATCACAGTTTTT

Sense: CUGACAGACAAUGGAACUALt
Antisense: UAGUUCCAUUGUCUGUCAGtt
Sense: CAGUGGAAGUUCAUCAUGUtt
Antisense: ACAUGAUGAACUUCCACUGtt
Sense: CUGUGAUUCGCACUAUAACtt
Antisense: GUUAUAGUGCGAAUCACAGtt

Collal shRNA Plasmid (m) is a pool of 3 different shRNA plasmids

sc-44044-SHA GATCCCAATGGTGCTCCTGGTATTTTCAAGAGAAATACCAGGAGCACCATTGTTTTT

Collal  sc-44044-SHB GATCCCAAGGTCCTTCTGGATCAATTCAAGAGATTGATCCAGAAGGACCTTGTTTTT

sc-44044-SHC GATCCGCAAGACAGTCATCGAATATTCAAGAGATATTCGATGACTGTCTTGCTTTTT

Sense: CAAUGGUGCUCCUGGUAUULt
Antisense: AAUACCAGGAGCACCAUUGtt
Sense: CAAGGUCCUUCUGGAUCAALt
Antisense: UUGAUCCAGAAGGACCUUGtt
Sense: GCAAGACAGUCAUCGAAUALt
Antisense: UAUUCGAUGACUGUCUUGCHt

ITM2a shRNA Plasmid (m) is a pool of 3 different shRNA plasmids

sc-60868-SHA GATCCCTAGGCCTCTCATTCATCTTTCAAGAGAAGATGAATGAGAGGCCTAGTTTTT

ITM2a  sc-60868-SHB GATCCGGATCCTGTCAATTCCATTTTCAAGAGAAATGGAATTGACAGGATCCTTTTT

sc-60868-SHC GATCCCAAGCGTGCCATTGACAAATTCAAGAGATTTGTCAATGGCACGCTTGTTTTT

Sense: CUAGGCCUCUCAUUCAUCULt
Antisense: AGAUGAAUGAGAGGCCUAGtt
Sense: GGAUCCUGUCAAUUCCAUUtt
Antisense: AAUGGAAUUGACAGGAUCCtt
Sense: CAAGCGUGCCAUUGACAAALt
Antisense: UUUGUCAAUGGCACGCUUGtt

IgLONS shRNA Plasmid (m) is a pool of 3 different shRNA plasmids

IgLONS  sc-140623-SHA GATCCGGAATACGAATGCGTTACTTTCAAGAGAAGTAACGCATTCGTATTCCTTTTT

Sense: GGAAUACGAAUGCGUUACUtt
Antisense: AGUAACGCAUUCGUAUUCCtt



Sense: CCAUCACUGUGAGGGAUUA(tt

-140623-SHB
sc S GATCCCCATCACTGTGAGGGATTATTCAAGAGATAATCCCTCACAGTGATGGTTTTT Antisense: UAAUCCCUCACAGUGAUGGt




Table S2.

Gene

Product size (bp)

Tm (°C)

Forward primer

Reverse primer

GAPDH
MYOD
MYOG
MYL2
IgLON5
FMOD
DPT
COL1al
ITM2a
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CDH15
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5'- TGC TGG TGC TGA GTATGT CG - 3’
5'-AGGAGCACG CACACTTCT CT -3’
5'-TCCAGTACATTGAGC GCCTA- 3’

5'- AAA GAG GCT CCA GGT CCAAT - 3’

5'- CTC CGA GAC GGTTTCACCTC - 3’
5'-AGGAGCACG CACACTTCT CT-3'
5'- GGATCG TGA GTG GCAATTTT - 3
5'- CTT TGC TTC CCA GAT GTCCT - 3'
5'- CAT GCC CAAGAG CACCATTT - 3’
5'- CAT GTG GCAATGGAATTCAG -3’
5'- GCT CCA AAT GGT CCCAAT CT - 3'
5'- GGA CTA TGA GAG CCGTGA GC - 3’

5'- CAAGCAGTT GGT GGT ACA GG - 3’
5'- TCT CGAAGG CCT CAT TCACT - 3'
5'- CAAATG ATC TCC TGG GTT GG - 3’

5'- CCT CTCTGC TTG TGT TGG TCA - 3’

5'- ATA GCT TCA CAG CGCAGG AG -3’
5'- TCT CGAAGG CCT CAT TCACT - 3’
5'- CGAATT CGCAGT CGTAGTCA - 3’
5'- CCC CAT CAT CTC CAT TCT TG - 3’
5'- AGT CGT GAATAATTG CCG CC - 3’
5'-AACAGGACGACCATG GAGAC-3¥
5'- CCATCC AAC ATG CCC AAT GTG - 3’
5'- GAG CTT CGT TGG TGT CCT GA - 3’
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Figure S2.
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