Table S1. qRT-PCR primer sequences for the verification of candidate DEGs.

Gene name

Primer Sequences

Accession No.

Product size
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TCCAGGCTGTAGCAGACAGA
AAAACAGCTCGCCCCCATTA
CCCACACTTGGGAAGCTCAT
CACAGTGGCATTCCCTTCCT
AGAGGGGCTACGAGTGGGAT
TTGACGCTCTCCACACACAT
CTGCAGTGCGTCCTACAGAT
GTATCCACATCCGGGGCAAT
GCGACTGTGATGCGCTAATG
ATCTGTCATGCTGGTCTGCC
ACCGAATAGTTACGGTCGGAG
CCTGCTTCTACAAACCCACAA
CGCTGCAGGTCATGATGTTT
CGTGCTCCACTAGGACCITC
CCCACATCCACCCAAGATCC
TTGTTTGCAGAGTTCGGGGA
ACGCAATTCTTCCAGCTCCA
TCGTTGTCCACATCCAGGT
ATGAGCAGCCCATCTTCCTG
CCTCATCGTCATCTGCCTCC
CCTGAAGGCTCAGTGCTTGA
CTTCAGGGCTGTATGGGCAA
TCCCCTCCCCGGGTAAACTC
CCTTATTGAGGTCAGCACGGT
CCTCATCCTGCTGTCCAAGG
AGCGACACTCAGCTGTGAAA
TACTACCACTCACCCGCAGA
CAGGTTGGCAATCTCGGTCT
GAACGGAGCTCGGAGTTTGA
CCACCTTCCTCTGGAAACCC
AGTGCCATCAAGACCCTGTG
TCTTCAGGATGAACTCCCGC
GAGCTCAATGCCGACCTICTIT
AGTACGCTGCTCTGGTTGTC
CTGGACGAGCAGCAGGTAAA
TCAGCGACACAAGATGCGAT
TGAAAGCCTTCAGTCCCGTG
TGGTGATGCAGGCTGACAAT
GTCACAAAGGAGGCGAGGTT
CAGCAGGTGAAACGTCCAGA
GACCGCGATGATGAGTGGAT
CATCAATGGTGGACGGGTGA
GTGGCCGAGAGAGTTTTGGA
GGGAGGTCTCCGTACTTGAA
TCCTGGAGAAAAGGAACCTGC

GITTCCATAAACATGCCTCTGGTGT
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LIG4

LMX1B
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TGTGCAGTAGCAGAGAAGCC
TGTTCTAGGTCGTCCAGGGT
AGAGACACTGGCAGCTGA
TCGTTCCCTGGCATTTGGG
TTCACACCCCAGAAAACGCT
CTTGGGCCGATTCTCCACAT
CGCACAAAGCAAGCCAGATT
GAGGCATTGACTGCAGGACT
TCCATTCTTGCACACCGAGA
TGGAGCTCGACGAGTTTGAG
GGGCACTGGAAGTACAGGTC
TCCTGCACAGCAGTGAGATG
TGCACACTATTCTGCCCCAG
ACTTGAAGGCCTCCGGAATG
TCTTCTTTGTGGCACCCTCC
ATAAGCCACTGCAAGCTGGT
TGGCTATTACCCCCGCTTTIT
ACGTGAGAGGCTACCACACT
TGCAGCAGTITTGGCAATGAC
TGGTTCTGTCTGGAGTTCGC
TCCACTGCTCGGTGAAAGCAG
AGCTGTGCTCCTCGATGACC
GAATCTCCTAGCCCCACAGACC
TGTGAGGTGATGTCCTCGTCT
TCAAGAGTCAAGGAGACATG
AGTCTTTGTCAATGCACACT
AACAAAAGAGGTCCAGCCCC
TCCCCACTGTGCTTTGTACC
TCACTACACGGAGGGGGCGG
CGGGAAGCGCAAGGAGGTGG
AAGGACTCATGACCACAGTC
TTCAGCTCAGGGATGACCTT
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