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ATGBGATACAGGBGTGACACTATCAACCAAAGCACCCTACCTTCACAGCAGAACCGBGTTTCCCAG

\
PREDICTED tggat gecgectca g 60  PREDICTED tggctccccagageect 894
VERITIFIED atggat gecgectcaaccag: caggg: 60 VERITIFIED accactggctceccagag 900
PREDICTED cc 120 PREDICTED ggcage t 954
VERITIFIED cc 120 VERITIFIED ggcage 960
PREDICTED 180 PREDICTED c tgc 1014
VERITIFIED 9ggt: cgtgcatgttcggggy 180 VERITIFIED ctgegact tgctteggc: 992
R ——-—

PREDICTED gact t aagacggccaac 240 PREDICTED geaaattctecaaaatgt cteegtagecaat ag 1074
VERITIFIED gactcggagaccgacctggaggcgettttcaacgccgtcatgaaccccaagacggccaac 240 VERITIFIED — ———-——-mmmmm—mm— —-ggaattagctctocgtagecaattaccaacactggageag 1032
PREDICTED q catgagys tgactccttctt 300 PREDICTED gatggcgggactcasastccagtttcttctectoggatgtcteaggaattaagaacaaty 1134
VERITIFIED tgactcctct g 300  VERITIFIED t t 1092
PREDICTED tac 360 PREDICTED tecctttc 1104
VERITIFIED tactgal gact 360  VERITIFIED ttcttaacagtggcacctaccatte 1152
PREDICTED t tctcct 420 PREDICTED tcttg 1254
VERITIFIED cca t ttccctgeag tctcct 420 VERITIFIED acaga taagca tcttg 1212
PREDICTED gggacactgacccccactggagtagtctetggeccageagetacgeecactgctcaacac 480 PREDICTED aacagtgttgatgaaat a ag 1314
VERITIFIED qgggacac gccea 480 VERITIFIED aacagtgt: aggtgacactatcaaccaaagcaccctaccttcacag 1272
PREDICTED ct tettt tqggagatg 540 PREDICTED cagaaccgtt ttgaagccat ttggaaca 1374
VERITIFTED ct cttttgagat t 540 VERITIFIED cagaaccgtt ttgaagccattcc ttggaaca 1332
PREDICTED t tcttaaatcaca 99 600  PREDICTED ctgcaagaagct 1434
VERITIFIED ttctgg ttcttasatcaca 600 VERITIFIED c 1392
PREDICTED agga: a 660  PREDICTED ttgagttctgacatect tttggc tagataaa 1494
VERITIFIED 660 VERITIFIED ttgagt at t 1452
PREDICTED tet 720 PREDICTED gasagctttcttacatggttatag 1518

VERITIFIED cetett 720 VERITIFIED gasagctttcttacatggttatag 1476
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Figure S1. Cloning of the full-length of porcine YAP1 CDS. (A) The porcine YAP1
CDS was obtained by PCR amplification and verified by Sanger sequencing. (B)
Confirmed porcine YAP CDS sequences exhibit 96% similarity to predicted sequenced

in NCBI database (XM _021062706).



