Table S1. Primers used in the current study.

qRT-PCR

Transient expression

Subcellular

localization assays

Yeast one-hybrid

assays

Dual luciferase assays

PbActin-F
PbActin-R
PbPIF3a-F
PbPIF3a-R
PbPIF4-F
PbPIF4-R
PbDFR-F
PbDFR-R
PbANS-F
PbANS-R
PbCHS-F
PbCHS-R
PbF3H-F
PbF3H-R
PbUFGT-F
PbUFGT-R
PbbHLH3-F
PbbHLH3-R
PbWD40-F
PbWD40-R

CCATCCAGGCTGTTCTCTC
GCAAGGTCCAGACGAAGG
TTCCAGCTCTTCACAATGCC
ATTCTTCCTAGTTCTACTGGACTG
AGGTCTGGTGGGTCGTATGG
ATGGGAGCAAAACTCTTTGTCGA
CAGGAACTGTGAACGTGGAGG
GAGACGAAGTACATCCAACCAGTC
TGGTAAGATTCAAGGCTATGGAAGC
TCACGCTTGTCCTCTGGGTATAC
ACCCAACTGTGTGCGAGTAC
TGGGTGATTTITGGACTTGGGC
TCGCTAGAGAGTTCTTTGCTTTGC
TTTCACGCCAATCTTGCACAG
ACACTCTCTTCTCGTTCTTCAGC
CATCGTACACCCTTAGGITAGGC
TCCTGGGGAGTCGTACAAGT
CATCGGTACAAACACCACTGTC
CGGTGTATTCGCCTCCGTCTC
GACTGGTGCCTCTGCAACTCG

OE-PbPIF3a-F
OE-PbPIF3a-R
OE-PbPIF4-F
OE-PbPIF4-R

GATCTGCAGCCCGGGGGATCTTATCTGTTAGCTCTGTTGTTGTTAGCATCAG
CGCTCTCGAGGGGGGGCCCGATGCCTTTGTCCGAGCTTTATCG
CTTTGTAGTCgacgagctcggtaccCATTAGTTGCAGCTCCTACACCG
GACGATGACAAGcttggatccGGAACTTTGAGGCTGATCTCCCC

GFP-PbPIF4-F
GFP-PbPIF4-R
GFP-PbPIF3a-F
GFP-PbPIF3a-R

TGGTGATAGGGCCCGGATCCGGAACTTTGAGGCTGATCTCCCC
TGATTTTTGCGGACTCTAGAATTAGTTGCAGCTCCTACACCG
TGGTGATAGGGCCCGGATCCATGCCTTTGTCCGAGCTTTATCGGA
TGATTTTTGCGGACTCTAGAGCTGCAACATGGATTTCTCTCCTC

pHIS-proPbDFR-F
pHIS-proPbDFR-R
pHIS-proPbUFGT-F
pHIS-proPbUFGT-R
pHIS-proPbLAR-F
pHIS-proPbLAR-R
pHIS-proPbCHS-F
pHIS-proPbCHS-R
pHIS-proPbCHI-F
pHIS-proPbCHI-R
PHIS-proPbE3H-F
pHIS-proPbF3H-R
AD-PbPIF3a-F
AD-PbPIF3a-R
AD-PbPIF4-F
AD-PbPIF4-R

cgactcactataggggaattcCACCCAACCGTTTAGTTCAGCAA
gatcgattcgcgaacgcgtgagctcCGATGCTCCCCTACCACTT
cgactcactataggggaattcTAACCAATAAAGTGAGTGCGCAGC
gatcgattcgegaacgegtgagctc ATTGGTTATGTCCACGATTGGCC
cgactcactataggggaattc AATCTGGGTACGTGTTAGTATTTTGGTATGT
gatcgattcgegaacgegtgagctc TTGGCAACGGAAAGAGAAGATGAAAC
cgactcactataggggaattc ATGATCCAGACCGTTGAAATTTGATCC
gatcgattcgcgaacgegtgagctc ATCGGGTCGTCAAGAAAGATCGA
cgactcactataggggaattcTACACAGGAAGAGCTATGATTTACTCCATGAG
gatcgattcgegaacgegtgagctcGGGGTTTGCTGTCGGAAGC
cgactcactataggggaattc AACAGAGCCAAACAAATTCAACAAAAAAAAAAATAGG
gatcgattcgegaacgegtgagctc TAGGATTGGGGACGCTACAACTACC
GCCATGGAGGCCAGTGAATTCGCCTTTGTCCGAGCTTTATCGG
TACGATTCATCTGCAGCTCGAGCTCGGCCCTGACTAGATGTITGGATTCA
GCCATGGAGGCCAGTGAATTCGGAACTTTGAGGCTGATCTCCCC
TACGATTCATCTGCAGCTCGAGCTCTCATTAGTTGCAGCTCCTACACCGA

proPbUFGT-LUC-F
proPbUFGT-LUC-R
proPbDFR-LUC-F

proPbDFR-LUC-R

tatagggcgaattgggtaccTAACCAATAAAGTGAGTGCGCAGC
ttggegtettccatgg ATTGGTTATGTCCACGATTGGCC
ctcactatagggcgaattgggtaccCACCCAACCGTTTAGTTCAGCAA

tgtttttggegtcttccatggCACAAACGGATTCGGACTCGG




APB Basic Helix] LO%P  Helix2
PbPIF1 DD . IMELHONGOVVMOS 44 KSRAAEVHENLSEL S 2
PbPIF3a  ENDFLEMVWENGQVVMOG 41 RSIAAEVHNLS/E S 379
PbPIF3b ENDFLIARVWENGOVIMMOG 41 RSEAAEVENLSHS s 380
PbPIF4  DHELVIBRLWRDGQVVLNS 47 RSBAAEVHENLS S 404
PbPIFS  DHELVIMLWRNGQVVLNS 47 RSBAAEVENLSH s 407
PbPIF7a NYDVIRMXx LENSQLAMHG 37 PRIAAAVHNQS S 260
PbPIF7b NFDVT®#K LEKGOLAMHG 37 PGAAAVENQSHS AN 266
PbPIF8  DYEVARMTWENGEVAMHG 59 RsiElAA A THNOS]: AR 331
AtPIF1  DDDLMZAAL.HONGOVVVQ. 55 RSJAAEVHENTS|: AS 342
AtPIF2  DEDYM#VCENGQILAKI 49 REBISTEVHKLY |3l AS] 287
AtPIF3  VDEVVIIVRENGQISTQS 47 RSBISAEVHNL S| A% 401
AtPIF4  QDELVIMLWRDGOVVLQS 76 RSIFAAEVANT S 7S] 329
AtPIF5 ~ EDELVISMLWRDGOVVLQS 47 RSBAAEVHENL S 1,0 ) S A 314
AtPIF6  DQEYM#V FENGQILAKG 35 RKBWAEAYNS Pk , 0 A 246
AtPIF7 NYGVKBATWENGOLTVHG 24 RG|IAAATHNESHS ) 3 N 224
AtPIF§  DYEVAMTWENGOLGLHG 52 RSIFAAATHNOSIS ¢ AR 269

AtPTF3
PbPIF3a
PbPIF3b
PbPIF1
AtPIF1

210
280
283
158
160

Figure S1. Multiple sequence alignment in Pyrus bretschneideri and Arabidopsis
PIFs. (A) Multiple sequence alignment of the APB domains of the PIF proteins.
Asterisks represent conserved amino acid residues. (B) Multiple sequence
alignment of the bHLH domain in the PIF proteins. (C) Multiple sequence

alignment of the APA domain in the PIF proteins.
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Figure S2. Conserved motifs of in Pyrus bretschneideri and Arabidopsis.



