Supplementary Materials

Arbuscular Mycorrhizae Fungi Diversity in the
Root-Rhizosphere-Soil of Tetraena mongolica,
Sarcozygium xanthoxylon, and Nitraria
tangutorum Bobr in Western Ordos, China

Daolong Xu !, Xiaowen Yu 2, Jin Chen 3, Haijing Liu !, Yaxin Zheng !, Hanting Qu !
and Yuying Bao 2*

1 Key Laboratory of Forage and Endemic Crop Biotechnology, Ministry of
Education, School of Life Sciences, Inner Mongolia University, Hohhot
010010, China; jzxudaolong@163.com (D.X.); liuhj@imu.edu.cn (H.L.);
heartyz@126.com (Y.Z.); quhanting@163.com (H.Q.)

2 Inner Mongolia Autonomous Region Environmental Monitoring Station,
Hohhot 010020, China; yxw@mail.imu.edu.cn

3 National Engineering Laboratory of Crop Stress Resistance Breeding, Anhui
Agricultural University, Hefei 230036, China; chenjin131721@ahau.edu.cn

* Correspondence: ndbyy@imu.edu.cn; Tel.: +86-471-449-2944



Captions:

Table S1. Alpha-diversity indices of six samples. The root samples T.mongolica,S.
xanthoxylon, and N. tangutorum were labeled Tmr, Sxr, Ntr; The soil samples were
labeled Tms, Sxs, and Nits.

Figure S1. Student’s t-test for sobs index. Reflect the richness of the root and
rhizosphere soil samples. 7. mongolica, S. xanthoxylon and N. tangutorum root were
labeled Tmr, Sxr, Ntr; The soil samples were labeled Tms, Sxs, and Nts. (0.01 <P <
0.05 marked *, 0.001 < P <0.01 marked **, P <0.001 marked **%*).

Figure S2. Relative abundances of the dominant AMF (relative abundance > 1% in at
least in one sample) across the sites at the class, order, and family levels. The
relative abundances of rhizosphere soil (a) and root (b) are shown.

Figure S3. Enriched taxa of the soil and root AMF communities reaching a

linear discriminant analysis (LDA) significance threshold of 4.0.



Table S1. Alpha-diversity indices of six samples. The root samples T.mongolica,S.
xanthoxylon, and N. tangutorum were labeled Tmr, Sxr, Ntr; The soil samples were

labeled Tms, Sxs, and Nits.

Sample Raw Final OTUs Chao Goods Shannon Obser\./ed
code reads reads 1 Coverage specie
Tms 303661 25128 96 115 0.9992 3.030 94

Sxs 124920 25128 88 101 0.9993 3.118 86
Nts 245933 25128 82 95 0.9994 3.587 81
Tmr 174807 25128 80 89 0.9994 3.174 79
Sxr 166513 25128 78 88 0.9995 3.277 77

Ntr 194936 25128 74 84 0.9994 2.741 73
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Figure S1. Student’s t-test for sobs index. Reflect the richness of the root and
rhizosphere soil samples. 7. mongolica, S. xanthoxylon and N. tangutorum root were
labeled Tmr, Sxr, Ntr; The soil samples were labeled Tms, Sxs, and Nts. (0.01 <P <

0.05 marked *, 0.001 <P < 0.01 marked **, P <0.001 marked **%*).
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Figure S2. Relative abundances of the dominant AMF (relative abundance > 1% in at
least in one sample) across the sites at the class, order, and family levels. The

relative abundances of rhizosphere soil (a) and root (b) are shown.
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Figure S3. Enriched taxa of the soil and root AMF communities reaching a

linear discriminant analysis (LDA) significance threshold of 4.0.



