
Table S1. Primers sequence and usage. 

Primer name Primer sequence (5′-3′) Primer usage 
AmbHLH148-F ATGCAGATGGACTCCTACTACTTCCAC full-length 

amplification AmbHLH148-R TCATTCATTCAGCACATGGCATTCG 
U6-F GGACATCCGATAAAATTGGAACGATACAG 

qRT-PCR 

U6-R AATTTGGACCATTTCTCGATTTATGCGTGT 
AmbHLH148-q-F CTCCCGCTCCAAGGTACTACTCC 
AmbHLH148-q-R TCATTCATTCAGCACATGGCATTCG 

L25-F AAGGCACAGGCAGCTAAGGTTG 
L25-R ACGAGGGTACTTGGGGTTTCTATCC 

NtNAC2-F CCACATTTCCCTACTTCCTACCTC 
NtNAC2-R CCCTGACCATCCACCACATT 

NtHSP70-8-F CAGCAGGAGGTGTTTCGCAGATC 
NtHSP70-8-R TGTTTGGTAAGAGGTGACGCATCAG 

AmbHLH148-T-F CCATTTACGAACGATACTCGAGATGCAGATGGACTCCTACTACTT 
Gene cloning 

AmbHLH148-T-R GCTCACCATCACTAGTACGTCGACTTCATTCAGCACATGGCATT 
AmbHLH148-P-F ACCTCCTCGGATTCCATTGC Positive plant 

detection AmbHLH148-P-R TGCTCCTCCTCCTCACAACT 
 

 

Figure S1. Homology analysis of the AmbHLH148. 

 

 

Figure S2. The electrophoresis detection of AmbHLH148 PCR amplification. 

 



 

Figure S3. The flow of genetic transformation of AmbHLH148 transgenic tobacco. 
 

 

Figure S4. Relative expression levels of the AmbHLH148 gene in transgenic plants. 


