Supplementary data

Table S1. PHS tolerance scores of the 194 DH lines across the six environments. An augmented design was used
in all environments with a single replicate of each DH line and five replicates of the three parents grown in 1-m

rows with an inter-row and intra-row spacing of 0.45 and 0.5 m, respectively.

tGenotype / Parent Replicate tEnvironment
ARL BHM3 BHM4 CLAR5 HAR7 HAR8 AVE_Score
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tGenotype denotes a DH line. TE denotes a Tugela-Dn x Elands DH line, while EF denotes an Elands x Flamink

DH line. Parent denotes the three parental cultivars i.e. Elands, Flamink and Tugela-Dn

tEnvironment denotes ARL1 for Arlington 2016, BHM3 for Bethlehem 2016, BHM4 for Bethlehem 2017, CLARS
for Clarens 2016, HAR7 for Harrismith 2016, and HARS for Harrismith 2017.



