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Abstract: Methyl jasmonate (MeJA) is a potent player that fine-tunes growth and developmental
activities under salinity stress. In this study, we investigated the influence of MeJA on two rice
cultivars (NJ9108 and XD22) subjected to different salinity stresses. Following stress treatment,
reduction in the water use efficiency, relative water contents, and membrane stability index in both
cultivars were observed, whereas MeJA treatment partially alleviated the negative effects. MeJA
treatment significantly increased the maximum photochemical efficiency (Fv/Fm) and electron
transfer to photosystem II (Fv/Fo). Under salinity stress, MeJA treatment significantly triggered the
H2O2 and APX accumulation, while POD and SOD remained unchanged in both cultivars. Salt stress
increased Na+ concentration in the roots and leaves but decreased K+ concentration and the K+/Na+

ratio in both cultivars. However, MeJA-treated plants had the maximum K+ accumulation in both
leaves and roots under saline conditions. The differential expression pattern of OsHKT and OsHAK
genes implied that ion homeostasis is crucial to growth under salt stress. These findings suggest
that the application of MeJA can be an alternative source of reducing salinity without compromising
growth and yield.

Keywords: rice (Oryza sativa L.); salinity stress; fluorescence; rice growth; gas exchange attributes;
methyl jasmonate; yield components

1. Introduction

Due to global industrialization, urbanization, and salinization, especially in develop-
ing countries such as China, land suitable for crop productivity is rapidly declining [1].
Irrigated lands may experience salinization issues, and a portion of these areas are lost
each year [2]. Over 6% of land worldwide, which means more than 800 million hectares,
suffers either salinity or alkalinity [3,4]. About 99.13 million hectares of saline land in
China is located in the northern regions [5]. Saline soils are divided into coastal saline
mudflats, inland saline lands, and heavily irrigated soil [6]. Tidal intrusion causes coastal
salinity, when very saline seawater mixes with fresh water, rendering its saline at dangerous
levels [7–9]. The deposition of oceanic salts delivered via wind and rain is another source
of salt accumulation in irrigated soils, particularly sodium chloride [10]. China’s coastal
mudflats reserves in the future will be the main resources for crop cultivation, while the
salinity in these regions is the major obstacle to the soil [11,12]. Therefore, multiple strate-
gies were used to improve and utilize the saline-alkali regions [13,14], such as cultivated
cereal crops and halophytes for food and grazing and to ensure food security.
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The rice plant is susceptible to salt stress, particularly during the seedling and early
vegetative stages [15,16], decreasing seed germination, deformed leaves, reduced dry
mass, increased infertility, and reduced crop productivity [17]. High rhizosphere salinity
negatively influences the physiological characteristics of plants [17], seed germination, plant
life and crop productivity [18]. Salt stress inhibits rice development by inducing metabolic
changes and reducing the plant’s ability to absorb water and nutrients [14]. Furthermore,
salt stress weakened the growth of rice spikelets, particularly inferior spikelets, which
considerably reduced rice grain production [17,19].

Salt stress is one of the most significant abiotic stresses and an unavoidable constraint
that negatively impacts plant growth and productivity [20–23]. The root is the plant’s first
organ to be affected by salt stress, which disrupts the ionic balance of cells, resulting in an
overproduction of Reactive Oxygen Species (ROS) [24]. Thus, excessive ROS is triggered,
which destroys genetic material and causes significant oxidation of crucial biomolecules
such as membrane lipids, proteins, and carbohydrates, altering the redox homeostasis in
plant tissues, hindering plant growth and is effective at varying levels of stress-induced
deterioration [25–28].

Hormones, such as methyl jasmonate (MeJA) and jasmonic acid (JA), can help plants
cope with salt stress [29,30]. Jasmonate is a vital cell regulator that responds to different
environmental stresses, such as salt, drought, and heavy metals [31–33]. MeJA diminishes
the inhibitory effect of NaCl on photosynthesis rate and enhances plant growth and devel-
opment [34–36]. Plant growth regulators (i.e., abscisic acid, salicylic acid, brassinosteroids
and methyl jasmonate) cope with stress in plant-produced proteins and cause potential
osmotic resistance to various stresses [29,37–39]. MeJA specifically mitigates the severe
effects of the salinity and drought stress of multiple crops, such as soybean [31,39], bar-
ley [34], strawberry [40], pea [41], and broccoli [39]. Furthermore, MeJA causes cellular
signaling and regulatory phenomena that influence seed germination, tuberculosis, aging,
root and reproductive growth, and fruit maturation [42,43]. It also seems that the MeJA
treatments minimized the unfavorable effects of salinity through chlorophyll content, pho-
tosynthetic rate (Pn), leaves transpiration rate (Tr), and proline content [29]. The hormone
also increases photosynthetic rate, relative water, and soluble sugar contents [44]. MeJA
enhances the recovery of salinity-stressed rice plants by changing abscisic acid balance and
diminishing salt stress’s inhibitory effect on the rate of photosynthesis [45,46].

Ion homeostasis plays a crucial role in mitigating salt stress. Several ion transporter
genes, such as the high-affinity potassium transporter (HKT) and the high-affinity K+

transporter (HAK), are crucial for balancing ion accumulation in plant cells under salinity
stress [47–49]. For instance, [50] used exogenous chemicals on rice plants subjected to
salinity stress and observed a better tolerance with augmented Na+/K+ homeostasis. In
this study, we suggest that MeJA can regulate ion homeostasis in rice plants exposed to
salt stress. MeJA also mitigates the negative influence of osmotic stress by regulating
the penetration of inorganic and organic ions to suppress the absorption of toxic ions.
It was hypothesized that MeJA facilitates plant growth and development in stressful
environments and could enable plants to cope with salinity-induced stress by reducing
oxidative stress. Thus, this research aimed to investigate the impact of MeJA on rice
agronomical, physiological, and antioxidants under salinity stress conditions.

2. Materials and Methods
2.1. Plant Materials, Design, and Experiment

We examined two rice cultivars (XD22 and NJ9108) in this pot experiment. The seed
cultivars were obtained from the College of Agriculture, Yangzhou University, Jiangsu,
China (33◦57′ N, 120◦240′ E) in 2019–2020 during the growth season. The soil in the experi-
mental field has a sandy loam texture with 0.43–0.44.8 g/kg total nitrogen, 72–80.5 mg kg−1

potassium, 18–20 mg kg−1 phosphorus, and 3–3.8 g kg−1 organic carbon in the 0–20 cm soil
layer and the soil conductivity was 5.5–6.5 µS/cm. The pots were arranged in a random-
ized complete block design in three-factor factorial, two cultivars, salt stress, and MeJA,
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containing eight replicates. Three NaCl concentrations were considered for each treatment,
i.e., CK = 0, S1 = 30, S2 = 60, and S3 = 90 millimole/liter (mM), and both cultivars were
placed in two groups.

The experimental pots were placed in a transparent polyethylene shelter to shield
them from rainwater. The soil collected from the farmland was mixed carefully. The dried
soil sample was passed through a 10 mm mesh and the tagged pots were filled with 10 kg
of the soil sample from the mixed soil (placed in six rows and separated 1.5 m apart).
Urea, superphosphate, and potassium chloride were the sources of nitrogen, phosphorus,
and potassium. Urea was added at a rate of 1.305 g pot−1 in the pre-transplanting stage,
tillering stage, panicle initiation stage and booting stage. Superphosphate was added as the
basic fertilizer, about 8.3 g pot−1, and potassium chloride was added as the basic fertilizer
and panicle fertilizer at a rate of 1.665 g pot−1. All pots were well flooded a day before
transplanting. On the second day, at 7:00 a.m., four plants were transplanted from the rice
nursery onto four hills in each pot. During the growth period, the rice plant was regularly
irrigated as required.

2.2. Preparation of MeJA Foliar Spray

MeJA (C13H20O9) used in this experiment was purchased from Sigma-Aldrich Sigma
Aldrich, Shanghai, China. We prepared two solutions of MeJA, i.e., C1 = 0, C2 = 125
and C3 = 250 micromoles/liter (µM). The desired amount of concentration was dissolved
in ethanol (0.1%) and then added to an appropriate volume with double-distilled water.
Furthermore, the MeJA were sprayed at tillering initiation, jointing, and spiking stages and
the control plants were sprayed with the same ethanol, and double distilled water used for
the MeJA solution.

2.3. Measurements of Plant Growth and Yield Parameters
2.3.1. Plant Growth Parameters

We randomly collected four plants from each treatment to determine growth param-
eters, such as plant length (PH), flag leaf area (FLA), root length (RL), fresh root weight
(FRW), fresh leaf weight (FLW), stem thickness (StTh), fresh stem weight (StFW) green
yellow leaf numbers (GLN/hill) and yellow leaf numbers (YLN/hill). Plant height was
measured from the soil surface to the last leaf tip by using a meter ruler. Four plants were
randomly selected to determine the flag leaf area using the formula:

FLA = leaf width (cm) × leaf length (cm) × 0.75

We randomly selected three pots for root length, and the plant was carefully taken out
and washed clearly; finally, the root length was measured using a meter ruler graded in
cm. The plant’s fresh root, stem, and root weight were measured using an electronic scale
(extra moist removal using tissue paper). Stem thickness was measured using an electrical
vernier caliper. The green and yellow leaves were first separated and then the green and
yellow leaves per hill tillers were considered per replicate in each treatment.

2.3.2. Yield Components

For the yield components, we selected three plants at maturity stage (at full dryness
stage) from three pots of each treatment and measured the infertile spikelet sets per panicle
(IFSpl/pan), filled seed sets panicle−1 (FSS/pan), and the total number of spikelets per
panicle (TSpl/pan), the total seed sets panicle−1 (TSdS/pan), grain weight pot−1 (GW/pot),
and 1000 grain weight (ThGW) (g). Three panicles were selected from each treatment; the
fertile and infertile spikelets were first counted and then averaged. The average of fertile
and infertile seed sets was considered total seed sets per panicle. The rice plant’s roots,
leaves, and stems were separated and dried in an oven at 80 ◦C for 24 h. The oven-dried
samples were stored in paper envelopes for chemical analysis.
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2.4. Physiological Parameters
2.4.1. Chlorophyll Determination

We used the tip, middle, and base of the flag leaves during the anthesis stage, of three
plants in each pot for the soil plant analysis development (SPAD) using a chlorophyll meter
(chlorophyll meter SPAD-502 plus, Konica Minolta, Osaka, Japan).

2.4.2. Leaf Relative Water Contents (RWC)

Four plants were taken from each treatment and put directly in a water pot to maintain
water flow and control water loss in the plant. From each plant, flag leaves were selected
from all treatments to determine the RWC. The leaves were cut into small equal sizes from
the flat green parts and one-third of each leaf was left uncut from the tip of the leaf [51]. The
cut samples were weighed to determine the fresh weight (FW), soaked in 10 mL distilled
water at 4 ◦C in dark cooling storage for 24 h, and weighed again to record the turgid
weight. Subsequently, the samples were dried in an oven at 85 ◦C for 24 h to determine
the dry weight (DW). The RWC of the leaves was calculated according to the following
formula [52]:

RWC = (FW − DW)/(TW − DW) × 100

2.4.3. Membrane Stability Index (MSI)

To determine the membrane stability index (MSI), 0.2 g of flag leaves were cut into
small uniform-sized discs (6 cm) and placed into two sets of test tubes containing 10 mL
of double-distilled water. One set was heated in a water bath at 40 ◦C for 30 min. The
other was boiled in a boiling water bath for 15 min. According to [53,54], the samples were
cooled to 25 ◦C and the electric conductivities (EC1 and EC2) of the first and second groups
were measured, respectively, using a conductivity meter (CM-115, Kyoto Electronics, Kyoto,
Japan). The following formula was used to calculate the MSI:

MSI = 1 − EC1/EC2 × 100

2.4.4. Leaf Chlorophyll Fluorescence (LCf)

The LCf was measured using a pulse amplitude modulation chlorophyll fluorometer
(MINI-PAM Walz, Effeltrich, Germany). The minimum fluorescence F0 was measured
after 30 min. Dark-adapted leaf and maximum fluorescence Fm were determined after a
30 s saturation of the light pulse of the extant leaf. We determined the fluorescence using
the fluorescence variable (Fv), maximum photochemical efficiency of PSII (Fv/Fm), and
efficiency of electron transfer to photosystem II (PSII) (Fv/Fo) active reaction center of the
photosynthetic apparatus. According to the calculation methods of [55], the maximum
photochemical efficiency of PSII is Fv/Fm = (Fm − F0)/Fm.

2.4.5. Gas Exchange Attributes

The gas exchange parameters were determined at the anthesis stage using a portable
gas exchange system (Li-6400XT, USA) from 9 a.m. to 11:30 a.m. on sunny days. The first
fully developed healthy flag leaf of rice plants with the same vigor was selected to measure
the leaf gas exchange parameters in each treatment along with replicates. The measurement
was taken in the middle of the upper part of the leaf, carefully avoiding the central leaf
vein. Two replicates were considered for each treatment in the anthesis stage. Additionally,
the leaf photosynthetic rate (Pn, µmolm−2 s−1), conductance to H2O (Cond), transpiration
ratio (Tr, mmol), intercellular CO2 concentration (Ci), water use efficiency (WUE), and
stomatal conductance (Gs) were measured. Finally, the PAR in the leaf chamber was fixed
to 1000 µmol m−2 s−1 and the rice saturated light intensity.

2.5. Measurements of MDA, H2O2, APX, POD, and SOD Activities

Fresh leaf samples were stored in a−80 ◦C refrigerator to analyze different biochemical
properties. For lipid peroxidation (MDA) determination, about 0.5 g of fresh leaf tissue
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was ground using liquid nitrogen. An amount of 5.0 mL of 0.05 M precooled phosphate
buffer (pH 7.8) was mixed and homogenate then centrifuged at 15,000 rpm for 20 min at
4 ◦C and the supernatant was used to determine antioxidant activities [56], with minor
changes. The absorbance of archived supernatant was analyzed at 440, 532 and 600 nm.
For hydrogen peroxide (H2O2), the mixture containing 200 µL leaves supernatant and 2 mL
20% H2SO4 with 0.1% TiCl4 was centrifuged and the absorbance of obtained supernatants
was measured at 410 nm [57].

To measure ascorbate peroxidase (APX) activity, frozen leaves were crushed in 5.0 mL
of 50 mM Tris-HCl buffer (pH 7.0) with 1.0 mM sodium ascorbate, 1 mM DTT, 1.0 mM
EDTA, 1 mM reduced glutathione, 5.0 mM MgCl2, and 1% PVPP (w/v), while homogenate
was centrifuged at 20,000 rpm for 20 min at 4 ◦C [58]. Peroxidase (POD) activity was
measured by the determination of guaiacol oxidation by H2O2 at 470 nm absorbance [57].
Superoxide dismutase (SOD) activity was determined spectrophotometrically from the
inhibition of the photochemical reduction of nitro blue tetrazolium at 560 nm [59]. All kits
used in this study were purchased from Suzhou Keming Biotechnology Co., Ltd., Suzhou,
China, (www.cominbio.com) (accessed on 30 March 2022); the kits were operated strictly as
directed by the manufacturer.

2.6. Analysis of Different Genes

To examine the temporal expression patterns of selected genes, we performed qRT-
PCR for four genes in the rice plants subjected to four NaCl treatments, i.e., 0, 30, 60,
and 90 mM. The qRT-PCR was performed in a CFX-96 Real-time PCR Detection System
(Bio-Rad, Hercules, CA, USA). Reactions were conducted in a total volume of 20 µL
containing 50 ng of cDNA, 10 pmol of forward and reverse primers, and 10 µL of 2x SsoFast
EvaGreen qPCR Supermix (Bio-Rad, State College, PA, USA). The cycling conditions
followed the manufacturer’s protocol at a primer-specific annealing temperature. The
threshold cycle (Ct) was automatically determined for each reaction using the system
with default parameters. We normalized the transcript levels to actin transcript and
calculated the fold differences of each amplified product in the samples using the 2−∆∆Ct

method. All the primer sequences were designed using the NCBI-Primer blast online tool
(https://www.ncbi.nlm.nih.gov/tools/primer-blast/) (accessed on 10 February 2022). The
sequences are listed in Table S1.

2.7. Measurements of Na+, K+, and Na+/K+ Ratio

After harvesting, the plant’s roots, leaves, stems, and seeds from each experimental
unit were sampled. Dried samples were ground into a fine powder, and two replicates of
0.445 to 0.460 g from each sample were weighed. The weighed dry powder (containing
5 mL HNO3, 3 mL double-distilled water, and two drops of H2O2) was digested using the
MARS-6 microwave digestion system and prepared for the micro–macro nutrient analysis.
Each sample was filtered using the Whatman filter paper (0.45 µm) and stored in 10 mL
plastic tubes before analysis. According to [60,61], the total Na+, K+, and Na+/K+ ratio of
the digested filtrate was measured using an inductively coupled plasma atomic emission
spectrometry (Model iCAP 6300, Thermo fisher scientific, ICP Spectrometer, MA, USA).

Macro content concentrations =
Tested value× 10× 50

Sample weight
(mg/g)

2.8. Statistical Analysis

All the experiments were conducted with a minimum of three replicates and the results
were expressed as mean ± standard deviation (SD). We used Microsoft Excel for data entry,
statistical analysis, and SD calculation. For the interaction of MeJA and salinity stresses,
the data were analyzed by factorial two-way ANOVA and the least significant difference
(LSD) test (p ≤ 0.05) was performed using Statistic 9. However, the figures were generated
by GraphPad Prism 7.0.

www.cominbio.com
https://www.ncbi.nlm.nih.gov/tools/primer-blast/
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3. Results
3.1. Influence of Salinity and MeJA Foliar Applications on Agronomical Attributes

Under high salinity stress, the plant height (PH) was reduced (p ≤ 0.05) in both rice
cultivars NJ9108 (30.66 cm) and XD22 (36.63 cm). However, the MeJA (125 µM) application
resulted in an increase in PH of XD22 compared to the NJ9108 cultivar under salinity stress
conditions. In NJ9108, the sole application of MeJA reduced the fresh leaf weight (FLW) in
S3C2 (15.27) and S3C3 (20.26) compared with that of the control plants.

The salinity stress also reduced the RFW, RDW, FLW, StTh, StFW (g), and GLN/hill
in both cultivars (NJ9108 and XD22). However, the application of MeJA enhanced the
RL (38.53 and 46), FRW (26.25 and 31.74), FLW (18.78 and 20.37), StTh (54.83 and 65.84),
and GLN/hill (37.66 and 53) in the NJ9108 and XD22 cultivar, respectively, as shown in
(Tables 1 and 2).

Table 1. Effects of different levels of MeJA and salinity stress on plant height (PH), flag leaf area
(FLA), root length (RL), fresh root weight (FRW), fresh leaf weight (FLW), stem thickness (mm), and
stem fresh weight (SFW) of two rice cultivars during anthesis stage.

Salinity MeJA PH (cm) FLA RL (cm) FRW (g) FLW (g) StFW (g) StTh
(mm)

NJ9108

0
0 85.01 a 52.40 a 35.2 a 15.6 bc 13.34 b 37.96 b 9.07 a

125 74.01 bc 52.94 a 38.53 a 26.25 a 18.76 a 54.83 a 8.53 ab
250 68.79 cd 40.78 b 37.53 a 13.02 cd 12.23 bc 30.57 bcd 8.03 abc

30
0 77.78 b 36.62 bc 23.5 bc 14.23 bc 7.98 de 21.66 efg 7.95 a–d

125 72.24 c 38.59 b 23.53 bc 17.7 b 9.67 d 36.53 bc 7.58 b–e
250 64.52 d 27.81 d 23.2 bc 7.93 ef 9.55 d 16.72 ghi 6.64 de

60
0 72.35 c 39.92 b 31.00 ab 12.11 cde 9.99 d 29.46 cde 7.27 b–e

125 66.81d 30.84 cd 23.20 bc 14.83 bc 7.88 de 25.70 def 7.06 cde
250 65.32 d 24.40 de 24.00 bc 7.93 ef 5.04 fg 12.99 hi 6.29 e

90
0 37.89 e 38.47 b 21.83 c 8.93 def 6.71 ef 17.80 fgh 7.63 b–e

125 30.66 e 15.27 f 13.53 d 2.07 g 1.52 h 11.86 hi 8.53 ab
250 38.63 f 20.26 ef 23.50 bc 5.07 fg 3.96 g 9.04 i 6.56 e

CV 4.24 12.7 17.73 21.73 15.40 18.57 10.70

XD22

0
0 82.02 a 41.77 c 35.10 bc 28.04 a 16.23 c 53.74 ab 8.73 ab

125 79.73 a 48.00 b 46.00 a 31.74 a 20.37 a 65.84 a 8.99 a
250 79.48 a 52.86 a 35.17 b 17.35 b 19.65 abc 55.823 ab 8.79 a

30
0 71.94 b 36.51 d 31.57 bcd 29.10 a 9.66 d 35.14 cd 7.68 abc

125 72.27 b 38.94 cd 26.97 def 18.73 b 19.75 ab 47.23 bc 8.90 a
250 68.56 b 34.96 de 27.70 cde 17.94 b 16.17 c 45.23 bc 7.85 abc

60
0 60.52 cd 30.49 fg 19.17 gh 6.16 cd 5.06 e 21.55 ef 6.67 cd

125 63.22 c 31.65 ef 21.63 efg 7.64 cd 9.36 d 33.22 de 7.38 bc
250 57.13 d 27.13 gh 19.67 fgh 6.46 cd 6.83 de 24.81 def 5.97 d

90
0 38.17 e 21.71 i 25.60 d-g 13.49 bc 4.02 e 23.09 def 7.26 cd

125 36.89 e 23.78 hi 13.87 h 5.58 d 10.39 d 21.99 ef 7.06 cd
250 36.63 e 20.59 i 22.20 efg 4.64 d 3.54 e 14.85 f 6.67 cd

CV 4.86 7.67 16.18 28.75 17.93 17.78 10.41

Values are the average of three replications of each treatment of 2 hills pot−1. In the both cultivars, column with
different letters (a–i) denoted significant difference among salinity and MeJA applications interaction at p ≤ 0.05,
according to the LSD test.
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Table 2. Effects of different levels of MeJA and salinity stress on green leaf number hill−1 (GLN/hill),
yellow leaf number hill−1 (YLN/hill) (at anthesis stage), whereas infertile spikelets panicle−1 (IF-
Spl/pan), filled seed sets panicle−1 (FSS/pan) total spikelets panicle−1 (TSpl/pan), total seed sets
panicle−1 (TSdS/pan), grain weight pot−1 (GW/pot), and 1000 grain weight (ThGW) of two rice
cultivars during maturity stage.

Salinity MeJA GLN/hill YLN/hill IFSpl/pan FSS/pan TSpl/pan TSdS/pan GW/pot
(g)

ThGW
(g)

NJ9108

0
0 29.66 b 6 bc 0.00 e 119.00 a 13.67 ab 150.67 ab 93.997 a 25.35 ab

125 37.66 a 3 de 0.00 e 97.00 b 14.00 a 158.67 a 63.397 b 26.1 ab
250 27.66 bcd 3 de 0.33 de 107.67 ab 13.67 ab 165.33 a 60.407 bc 28.1 a

30
0 27.33 bcd 2.67 de 0.00 e 104.67 b 11.33 abc 130.67 b 49.86 cd 24.2 ab

125 29.00 bc 2.33 de 2.33 cd 20.33 de 9.33 cde 101.00 c 32.01 e 23.6 ab
250 21.00 d 4.67 cd 0.00 e 64.33 c 11.00 bcd 96.00 cd 38.43 de 24.47 ab

60
0 31.33 ab 4.33 cd 0.00 e 31..33 d 8.33 de 82.00 cde 16.58 f 22.58 ab

125 21.33 d 7.00 bc 8.00 a 1.67 f 9.33 cde 77.00 def 3.13 g 20.35 b
250 21.00 d 8.33 b 6.00 ab 7.33 ef 9.00 cde 65.67 efg 9.82 fg 13.38 c

90
0 22.00 cd 8.33 b 3.33 c 8.33 ef 8.33 de 52.67 gh 6.29 fg 0 d

125 03.00 f 1.66 e 6.67 ab 0.00 f 6.67 e 33.00 h 0.00 g 0 d
250 11.00 e 13.00 a 5.67 b 3.33 f 8.33 de 61.00 fg 2.11 g 0 d

CV 19.03 31.09 47.66 18.08 15.54 12.58 21.79 20.8

XD22

0
0 43.00 bc 3.67 cde 0.00 d 118.67 a 13.00 a 141.00 a 92.21 a 29.17 a

125 47.67 ab 7.00 bcd 0.00 d 70.67 bc 11.33 ab 95.33 bc 80.13 b 29.43 a
250 53.00 a 6.67 cde 0.00 d 80.67 b 10.67 ab 110.67 b 88.55 ab 28.67 ab

30
0 32.33 de 3.00 de 0.00 d 58.33 cd 9.33 bcd 75.67 cde 45.82 c 26.75 bc

125 36.67 cd 2.33 e 0.00 d 39.00 e 10.33 bc 89.67 bcd 39.89 c 25.68 c
250 52.00 ab 8.00 bc 1.00 cd 44.33 de 10.00 bc 76.33 cde 43.11 c 25.88 c

60
0 14.33 gh 11.33 ab 1.33 cd 19.67 f 8.00 cde 59.33 ef 4.68 d 22.47 d

125 25.00 ef 13.67 a 5.67 b 12.00 fg 9.67 bcd 66.33 def 7.57 d 12.9 e
250 22.33 fg 15.67 a 4.00 bc 9.67 fg 7.33 de 68.00 c–f 3.07 d 21.25 d

90
0 15.67 gh 5.67 cde 5.67 b 3.00 g 7.33 de 66.33 def 0.73 d 0 f

125 7.67 h 7.67 bc 11.67 a 3.67 g 6.00 e 47.33 f 1.49 d 0 f
250 9.67 h 15.00 a 6.00 b 0.00 g 11.67 ab 51.67 ef 0.00 d 0 f

CV 17.96 32.04 72.36 23.01 12.32 20.96 18.77 6.64

Values are the average of 4 replicates of each treatment of 2 hills pot−1. In the both cultivars, column with different
letters (a–h) denoted the significant difference among salinity and MeJA applications interaction at p ≤ 0.05,
according to the LSD test.

3.2. Influence of Salinity and MeJA Foliar Applications on Rice Yield Components

Salinity stress significantly reduced (p ≤ 0.05) the TSpl/pan by 52.4% and 53.8% in
NJ9108 and XD22, respectively, as compared to the control plants (Table 2). The application
of the MeJA treatment with salinity stress slightly increased the number of TSpl/pan
compared with the untreated plants (see Table 2). In both cultivars, salinity stress increased
the number of YLN/hill and IFSpl/pan. However, MeJA treatment (125 µM) alleviated the
effect of salt-induced stresses by decreasing the YLN/hill. Conversely, the IFSpl/pan in
both cultivars was not increased by MeJA applications under salinity stress. The interaction
of high salinity (90 mM) and the MeJA (250 µM) application increased the ratio of green
and yellow leaf numbers per hill and similarly decreased the numbers of IFSpl/pan by
93.3% and 80.5% in the NJ9108 and XD22 cultivars, respectively, compared to control plants
(see Table 2).

In both cultivars, salinity stress reduced the FSS/pan by 93% and 97.5% in the NJ9108
and XD22, respectively. However, the MeJA application increased the FSS/pan from low
to high salt concentrations. Under salinity stress, TSdS/pan was significantly (p ≤ 0.05)
reduced by 80% and 66.4%, in the NJ9108 and XD22 cultivars, respectively, compared to
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the control. On the other hand, TSdS/pan indicated a non-significant (p = 0.05) increase
when sprayed with MeJA under salinity stress (see Table 2). Under salinity stress, both
cultivars NJ9108 and XD22 reduced the GW/pot by 93.3 and 99.2%, while ThGW by 52.4
and 56.2%. The maximum GW/pot was recorded in the untreated salinity stress plants
treated with MeJA (125 and 250 µM) applications.

3.3. Influence of Salinity and MeJA on Rice Chlorophyll Content, RWC, and MSI

Under salinity stress, leaf chlorophyll content and MSI were negatively influenced,
whereas RWC increased with increasing NaCl concentration. However, at higher concen-
trations of salinity stress (>90 mM), MeJA (250 µM) treatments reduced the RWC in XD22
when compared to the same group of salinity stress alone (see Table 3). The chlorophyll
content decreased as salinity concentration increased while the MeJA (250 µM) treatment
increased the chlorophyll content in NJ9108 (43.94) and XD22 (44.39) under the saline
condition. Compared with the control treatment, the high salinity stress treatment reduced
the MSI value, which was higher at 30 mM and 60 mM of NaCl when treated with 250 µM
of the MeJA application. Moreover, MSI value increased particularly with the application
of 125 µM of MeJA under high salinity stress (90 mM) (see Table 3).

Table 3. Influences of different levels of MeJA and salinity stress on Chlorophyll contents, relative
water contents, and membrane stability index of two rice cultivars during anthesis stage. Treatments
S0 = 0, S2 = 30 and S2 = 60, S3 = 90 mM (NaCl) and C1 = 0, C2 = 125, C3 = 250 µM (MeJA).

Cultivars NJ9108 XD22
NaCl MeJA(µM) Chl.C RWC MSI Chl.C RWC MSI

S0
0 42.59 a 81.08 d 83.76 a 40.91 bc 88.44 bc 81.58 abc

125 41.68 ab 92.60 a 87.68 a 39.61 c 94.54 a 80.95 abc
250 41.97 ab 83.65 cd 85.89 a 39.53 c 92.99 ab 83.96 ab

S1
0 42.12 ab 90.47 ab 76.48 bc 44.39 a 92.62 ab 87.62 a

125 40.96 ab 85.07 bcd 81.85 ab 41.94 abc 69.25 e 78.21 abc
250 43.94 a 85.25 bcd 87.45 a 41.56 abc 91.11 ab 84.71 ab

S2
0 38.03 b 84.47 cd 80.92 ab 41.50 abc 87.94 bc 82.47 abc

125 40.97 ab 94.43 a 73.06 c 43.36 ab 83.72 cd 87.07 ab
250 43.13 a 89.14 abc 81.44 ab 43.50 ab 91.31 ab 77.22 bc

S3
0 41.18 ab 92.09 a 80.85 ab 39.60 c 93.79 a 79.31 abc

125 42.46 a 92.97 a 83.35 ab 41.52 abc 95.51 a 80.36 abc
250 44.39 a 82.16 d 73.17 c 36.02 d 82.17 d 73.17 c

Salinity ** ** *** ** * ns
MeJA ** ns ns ns * ns

Salinity * MeJA ** ns * ns * ns
CV 3.4 4.58 5.37 4.76 3.38 7.27

In the both cultivars, column with different letters (a–e) denoted the significant difference among salinity and
MeJA applications interaction. Here, ns, not significant; *, p ≤ 0.05; **, p ≤ 0.01; and ***, p ≤ 0.001; respectively.

3.4. Influence of Salinity and MeJA Foliar Application on Rice Leaf Chlorophyll Fluorescence (LCf)

The salinity stresses and MeJA applications significantly (p ≤ 0.05) induced the chloro-
phyll fluorescence, particularly in Fv/Fo values. Moreover, the results showed that PSII
Fv/Fm and Fv/Fo were increased at 125 µM of MeJA (≤30 mM NaCl) in both cultivars, such
as NJ108 (0.86, 6.39) and XD22 (0.84, 5.29) at the control concentration. In NJ9108, the MeJA
treatments decreased the Fv/Fm (0.83, 0.83) and Fv/Fo (4.89, 5.01) (≥60 mM). In NJ9108
cultivar, a non-significant decrease were found at higher salinity stresses (60–90 mM), while
significant at XD22 cultivar compared to the control treatment (see Figure 1).
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Figure 1. Influence of MeJA and salinity stress on leaf fluorescence maximum photochemical effi-
ciency of PSII (Fv/Fo) and the efficiency of electron transfer to the PSII (Fv/Fm) activities. Salinity
and MeJA foliar spray treatments S0 = 0, S1 = 30 and S2 = 60, S3 = 90 mM and MeJA applications,
i.e., C1 = 0, C2 = 125, C3 = 250 µM. Bars represent the means of three replications. Bars represent the
means ± SD of three replications. The letters a–e showed the significant difference between salinity
and MeJA applications interaction, whereas NJ9108 represented by uniform and XD22 cultivar by
italic letters.

3.5. Influence of Salinity and MeJA Foliar Application on Rice Gas Exchange Attributes

The salinity stress significantly (p ≤ 0.05) declined the Pn and H2O (Cond) in both
cultivars. Under high-saline conditions (90 mM), plant death occurred before panicle
initiation in the NJ9108 cultivar, while the XD22 cultivar showed resistance. The value of
intercellular CO2 concentration (Ci) significantly increased (p ≤ 0.05) as the salinity levels
increased in both cultivars. A decreasing trend in Tr was observed at low and high salinity
stresses, whereas WUE significantly (p ≤ 0.05) increased with an increase in salinity stress
in both cultivars. The sole application of NaCl stress (>60 mM) increased the WUE by 46.3%
and 26.3% in NJ9108 and XD22, respectively (see Figure 2). In contrast, the plant’s stomatal
conductance (Gs) decreased with increasing salinity stress in both cultivars.
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Figure 2. Influence of MeJA and salinity stress on photosynthetic parameters, i.e., Photosynthetic rate
(Pn), Conductance to H2O (Cond), transpiration rate (Trmmol), intercellular CO2 concentration (Ci),
Water use efficiency (WUE), and stomatal conductance (Gs) on rice two cultivars (NJ9108 and XD22).
Salinity treatments, i.e., S0 = 0, S1 = 30 and S2 = 60, S3 = 90 mM and MeJA applications, i.e., C1 = 0,
C2 = 125, C3 = 250 µM. The letters a–f showed the significant difference between salinity and MeJA
applications interaction, whereas NJ9108 represented by uniform and XD22 cultivar by italic letters.

Under the low saline stress (<30 mM), the MeJA foliar application (250 µM) signifi-
cantly enhanced Pn, while at high salinity stress (60–90 mM), the MeJA foliar treatment
(250 µM) reduced Pn followed by MeJA foliar application (250 µM), compared with that of
the control treatment (see Figure 2). Comparatively, the MeJA application increased the Tr
in the NJ9108 as compared to the XD22 cultivarwhen subjected to higher salinity (90 mM)
compared to lower salinity stress (30 mM). Meanwhile, both MeJA treatments (125 and
250 µM) reduced the value of Ci under salt stress treatments (see Figure 2). MeJA treatment
(125 µM) enhanced the value of Ci in control of NJ9108 and XD22. We also observed that,
among both cultivars, XD22 showed lower Ci in all sole salinity treatments than where
MeJA applications were applied. Under saline conditions, both the cultivars’ transpiration
rates (Tr) positively responded to MeJA applications. The MeJA foliar (125 µM) spray
enhanced the value of Tr in both cultivars in the applied salinity treatments, except in the
non-saline stressed treatment.

3.6. Influence of Salinity and MeJA Foliar Applications on MDA, H2O2, APX, POD, and SOD

A higher level of salinity (90 mM) significantly (p ≤ 0.05) increased the level of MDA
and H2O2 in the rice leaves (Figure 3). In comparison, the applications of MeJA declined
the MDA and H2O2 contents in the rice leaves at higher NaCl concentrations. Overall, in
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NJ1908, MeJA (125 µM) treatment significantly reduced the MDA and H2O2 contents by
27.8% and 38.8% at low NaCl levels (0–30 mM), and at high NaCl (90 mM), 13.12%, and
6.9%, respectively. In the XD22 cultivar, MDA and H2O2 contents were decreased in the
leaves of plants treated with MeJA (125 and 250 µM) by 46.9% and 60.2% at low (30 mM
NaCl) and high (90 mM NaCl) salinity stress and high salinity stress by 14.1% and 30.7%,
respectively (see Figure 3).
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Figure 3 showed that the APX and SOD activities in plant leaves increased significantly
under salt stresses with 125 µM of MeJA compared with the control but POD activity
increased significantly (p ≤ 0.05). However, under salt stress, when treated with 250 µM
of MeJA, SOD activities in leaves increased significantly, and the SOD activity initially
decreased in XD22 and then increased with higher salinity and MeJA treatments (90 mM
and 250 µM).

However, MeJA treatment (125 µM) at a low NaCl concentration (30 mM) significantly
increased APX, POD, and SOD activities by 7.9%, 14.6%, and 32.9% in NJ9108, respectively;
the same results were observed with MeJA treatment (125 µM) at high salinity stress
(90 mM NaCl). In XD22, the MeJA reduces the salinity effect by increasing the APX by
46.1%, 10.4%, POD by 36.1% and 6.1%, and SOD activities by 10.4%, and 36.1% under low
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and high salinity stresses (see Figure 3). Moreover, MeJA (125 and 250 µM) treatments
improved the activity of the antioxidant enzymes in stressed plants differently under saline
conditions (see Figure 3).

3.7. Influence of Salinity and MeJA Foliar Applications on Expression Analysis of Stress Genes

In NJ9108, OsHKT1 was induced significantly under all the NaCl treatments (0, 30,
60, and 90 mM). A higher expression was recorded in XD22 than in NJ9108. Conversely,
an opposite expression trend was observed in OsHKT7 for the NJ9108 and XD22 cultivars
under the NaCl (30–90 mM) treatments. Compared with the gene of the control, the
OsHAK1 gene was triggered strongly in NJ9108 under 30 and 90 mM of NaCl treatments
(Figure 4). However, OsHAK1 was not prominently expressed in XD22 compared with
its expression in NJ9108. The OsHAK5 gene exhibited an increased expression pattern in
NJ9108 and XD22 under all the NaCl treatments. The highest expression was recorded
in XD22 under the 90 mM of NaCl treatment, where it reached a maximum of 18 fold
(Figure 4).
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Figure 4. Influence of salinity and MeJA on the relative expression patterns of OsHKT1, OsHKT7,
OsHAK1 and OSHAK5 genes in the leaf of both rice cultivars. Salinity stresses, i.e., S0 = 0, S1 = 30,
S2 = 60, and S3 = 90 mM and MeJA applications, i.e., C1 = 0, C2 = 125, and C3 = 250 µM, respectively.
Error bars represent the means ± SD of three replications.

3.8. Na+, K+, and Na+/K+ Homeostasis

Figure 5 illustrates the root and leaf ion contents (i.e., Na+, K+, and Na+/K+ ratio)
of the rice plants. Salinity and MeJA treatments, as well as their interaction, significantly
(p ≤ 0.05) influenced the accumulation of Na+, K+, and Na+/K+ ratios in both cultivars. At
high salinity, the maximum accumulation of Na+ was found in the root of XD22 (95.2%)
and the leaf of NJ9108 (95.7%) compared with that of the non-stressed plants (see Figure 5).
However, both cultivars significantly (p ≤ 0.05) reduced the Na+ content at the highest
salinity. In higher salinity stresses, a considerable decrease in K+ content was observed in
the roots of the NJ9108 and XD22 cultivars. In both parts (root and leaf) of the plants in both
cultivars, the highest accumulation of K+ was estimated when 250 µM of MeJA treatment



Agronomy 2022, 12, 2343 13 of 19

was applied at all salinity levels, including non-stress treatments. Figure 5 shows that the
ratio of Na+/K+ increased in the roots and shoots of the highest salt-stressed plant, while
a substantial decrease was observed when MeJA foliar spray was applied. Additionally,
the exogenous treatment of MeJA diminished the ratio of Na+/K+ in the root of NJ9108
and leaf of XD22 compared with that of the cultivars under sole high-salinity conditions
(Figure 5).
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Figure 5. Influence of MeJA and salinity stress on sodium (Na+), potassium (K+) and K+/Na+ ratios
in root and leaves of two wheat cultivars, NJ9108 and XD22. Salinity stresses, i.e., 0, 30, 60 and 90 mM
and MeJA applications, i.e., C1 = 0, C2 = 125, and C3 = 250 µM, respectively. Bars represent the
means ± SD of three replications. The letters a–h showed the significant difference between salinity
and MeJA applications interaction, whereas NJ9108 represented by uniform and XD22 cultivar by
italic letters.

4. Discussion

Jasmonates and MeJA play a dynamic role in reducing the negative impacts of envi-
ronmental constraints, especially salinity stress on crops. Aside from their role in stress,
MeJA participates in a diversity of growth, physiological, and developmental processes,
including root elongation, fertility, reproductive phases, senescence, ripening, oxidants, and
interactions with other plant hormones. Salt stress causes a cessation in plant height, grain
yield, and relative water content [62]. In our results, both cultivars of MeJA treatments
increased stem thickness and fresh weight, green leaf number, fresh leaf weight, root length,
and fresh root weight under saline conditions. Similarly, JAs effectively protected wheat
from high-salinity stress (150 mM NaCl) and increased the plant height, root length, branch
weight, and dry root weight compared with untreated plants [33]. Our findings are also
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consistent with previous results, where the high concentrations of JAs inhibited growth as
well as fresh and dry weights in rice and legume crops [63,64]. Exposing plants to different
MeJA treatments can reduce plant growth due to JAs metabolic activity, which delays
the production and bio-activities of endogenous gibberellins [65,66]. Plant gibberellin
hormones can interact with MeJA synergistically or antigenically, inhibiting growth [67].

Leaf gas exchange and chlorophyll fluorescence are essential attributes that mitigate
different biotic stresses, especially under salinity stress. In a saline environment, decreases
in the Fv/Fm ratio might be due to damage to the thylakoid membrane and chloroplast [64].
Similar to our result, it was found that the salinity influenced the Fv/Fm in rice, sugar beet,
and cabbage; it also seems that the observed stress considerably inhibited the Fv/Fo and
Fv/Fm in plant leaf tissues (C. tinctoria) under salt-treated conditions [68–70]. However,
our experimental analysis showed that the lower concentration of MeJA could strengthen
the Fv/Fm and Fv/Fo of leaves during the anthesis stage under salinity stress. Similarly,
according to [71,72], specific concentrations and durations of MeJA treatments are critical
for enhancing Fv/Fm in an expanded leaf. MeJA treatments strengthened the Fv/Fm
and Fm/Fo ratios in rice plants while the maximum Fv/Fm ratio was found in MeJA-
treated plants [70]. The Fv/Fo changes showed that the light vitality absorbed through
PSII and used to decrease the efficacy of QA and the potential of the PSII system [73].
Regulation of photosynthetic properties could increase the plant’s tolerance to many biotic
and abiotic stresses, as previously investigated when the MeJA pre-treatment reduced the
NaCl inhibition of the CO2 fixed rate and increased the value of Fv/Fm by increasing
chlorophyll content and transpiration rate [17,74], resulting in an increase in photosynthetic
efficiencies. Salt stress influences the photosynthetic efficiencies in rice plants by disrupting
the stomatal performance [75]. The reduction in photosynthetic efficiencies may be due
to the decrease in the leaf area and chlorophyll contents (i.e., Pn, Gs, Tr, and chlorophyll
synthesis), which lowers the intercellular CO2 stomatal conductance and other fluorescence
activities [47,76]. The water potential, enzyme activities, and chlorophyll content were also
affected while damaging chloroplast ROS production [77,78]. However, the application
of MeJA may also promote the quantities of total soluble proteins, sugars, proline, RWC,
chlorophyll contents, as well as the transpiration ratio [45,66], which could mediate the
photosynthetic efficiencies.

Salinity stress causes osmotic pressure in plants that affects RWC directly, due to a
decrease in RWC by osmotic stress closing the stomata, limiting the metabolic efficiency,
which indirectly decreases the plant growth and yield of crops [79,80]. However, the
application of MeJA (125 µM) increased the RWC in both cultivars under stressed and
unstressed saline conditions, which is due to the retention of water in plant tissues. Salinity
stress considerably increases oxidative stresses because of a disturbance in the production of
H2O2 and MDA levels, which are injurious to cells. On the other hand, MeJA considerably
lowers the toxicity of Na+ and molecular oxygen ions, as well as H2O2, and boosts the
activities of SOD and APX; these effects were found when the leaves of diploid and
tetraploid Robinia pseudoacacia were treated with MeJA [81]. The findings are similar to
those obtained by [82], that MeJA enhances antioxidant activities (APX, POD, and SOD)
and reduces the ratio of Na+/K+ to alleviate the detrimental effects of salinity stress in
strawberry leaves sprayed with MeJA. Our results showed that MeJA decreased the oxidant
(MDA and H2O2) levels while unregulated the antioxidant defense system of leaves such
as APX, CAT, and POD activities under salinity stress. This finding is consistent with the
results of [33,83], where exogenous JA treatment significantly increased SOD and CAT
activities. Similarly, the exogenous application of JAs significantly increases SOD and
APX activities, which was reported as an essential antioxidative defense required for salt
tolerance in plants [31,84]. Thus, our results revealed that the coordination of APX, POD,
and CAT activities with SOD activity plays a central protective role in MDA, H2O2, and the
O2 scavenging process [83,85,86].

HKT channels are expressed in all plant parts, from roots to shoot and leaves to
flowers [48]. HKT gene expression is often affected by stress conditions, such as high
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sodium or low potassium concentrations. A decreased expression of AtHKT1 in NJ9108
roots enhanced tolerance to salinity stress [48,87,88]. Similarly, from our findings, we
observed a reduced expression of OsHKT1 in NJ9108 than in XD22, and this expression
explains the high tolerance of NJ9108 to salinity stress. In contrast, OsHKT7 exhibited a
lower expression in XD22 than in NJ9108. We assume that OsHKT1 and OsHKT7 work
simultaneously to regulate plant response to salinity stress. Previous studies have shown
that cluster I HAKs confer the activity of high-affinity K+ uptake. In contrast, the cluster
transcript levels increase under K+ starvation or saline conditions, thereby reinforcing
potassium supply and adaptation [48,89–91]. Existing studies have addressed the roles
of K+ selective HAK transporters under low K+ and salt-stress conditions [88]. In this
study, we observed a higher expression of OsHAK1 in NJ9108 than in XD22. This higher
expression of OsHAK1 might contribute to regulating shoot Na+ exclusion while enhancing
salt tolerance, possibly by recovering Na+ from the xylem sap; this phenomenon provides
a novel mechanistic understanding of the salt-tolerant role of HAK family transporters.

Ionic toxicity depends on the main component of salinity stress that commences with
the accumulation of damaging concentrations of ions (Na+ and Cl−) in plant cells [92,93].
Both Na+ and K+ ions compete to enter plant root cells and the replacement of K+ with
Na+ often causes nutritional imbalances [94]. In this study, the accumulation of Na+ in the
leaves and roots induced nutrient imbalance in both parts, as indicated by a decrease in the
K+/Na+ ratio. Maintaining a low Na+ concentration and lower Na+/K+ ratio in the leaf is
vital for stress tolerance [95]. High Na+ concentration reduces the amounts of available K+,
Mg, and Ca for plants [95,96]. However, pre-treatment with JA prior to salt stress reduced
Na+ deposition, thereby linking JA to Na+ homeostasis [97]. The mitigation of growth
inhibition under NaCl-salt stress can be attributed to enhanced ion homeostasis with MeJA,
especially at 125 µM. Hence, the applied concentrations of the MeJA, salinity stress varying
sensitivity and exogenous MeJA applications could avert the plants’ diverse growth, and
physiological and developmental responses.

5. Conclusions

We found that increasing salinity stress inhibited the agronomical parameters, fluores-
cence, and leaf gas exchange attributes. Meanwhile, MeJA foliar treatment on rice plants
under salt stress substantially changed fluorescence and gas exchange activities. The most
significant enhancements were observed in the gas exchange activities when MeJA was
applied at a concentration of 125 µM. MeJA also played a role in mediating the oxidant level
(MDA and H2O2) and protecting the antioxidants from deleterious conditions caused by
salinity stress. Additionally, the NJ9018 cultivar performed better than the XD22 cultivar, as
shown by the differential expression of OsHKT and OsHAK genes. Statistically, our results
show that a MeJA treatment (125 µM) can alleviate the negative effects of salinity stress
and improve rice plant agronomical parameters, fluorescence, and gas exchange traits.

Supplementary Materials: The following supporting information can be downloaded at: https://www.
mdpi.com/article/10.3390/agronomy12102343/s1, Table S1: Primers Sequences for qRT PCR.

Author Contributions: Conceptualization, S.H.; methodology, S.H. and Y.C.; software, S.H.; formal
analysis, S.H. and S.L.; investigation, S.H.; resources, R.L. and Y.W.; data curation, S.H.; writing—
original draft preparation, S.H.; writing—review and editing, S.H., H.H. and R.Z.; supervision, Q.D.;
project administration, Q.D.; funding acquisition, Q.D. and Y.C. All authors have read and agreed to
the published version of the manuscript.

Funding: This research was supported by the National Natural Science Foundation of China
(32101817), Jiangsu Agriculture Science and Technology Innovation Fund (CX(21)3111), the Natural
Science Foundation of the Jiangsu Higher Education Institutions (21KJD210001), the Scientific and
Technological Innovation Fund of Carbon Emissions Peak and Neutrality of Jiangsu Provincial De-
partment of Science and Technology(BE2022304), and the Project Funded by the Priority Academic
Program Development of Jiangsu Higher Education Institutions (PAPD).

Data Availability Statement: Data available on the request of the corresponding author.

https://www.mdpi.com/article/10.3390/agronomy12102343/s1
https://www.mdpi.com/article/10.3390/agronomy12102343/s1


Agronomy 2022, 12, 2343 16 of 19

Conflicts of Interest: The authors declare no conflict of interest.

References
1. Liu, L.; Wang, B. Protection of Halophytes and Their Uses for Cultivation of Saline-Alkali Soil in China. Biology 2021, 10, 353.

[CrossRef] [PubMed]
2. Leogrande, R.; Vitti, C. Use of organic amendments to reclaim saline and sodic soils: A review. Arid Land Res. Manag. 2019, 33,

1–21. [CrossRef]
3. Munns, R.; Tester, M. Mechanisms of salinity tolerance. Annu. Rev. Plant Biol. 2008, 59, 651–681. [CrossRef] [PubMed]
4. FAO. Land and Plant Nutrition Management Service. 2008. Available online: http://www.fao.org/agb/agl/agll/spush/

(accessed on 18 August 2022).
5. Zhao, K.F.; Li, F.Z. Chinese Halophyte; Science Press: Beijing, China, 1999.
6. Wang, B.S. Plant Biology under Stress; Cambridge University Press: Cambridge, UK, 2010.
7. Li, Q.; Yang, A.; Zhang, W. Efficient acquisition of iron confers greater tolerance to saline-alkaline stress in rice (Oryza sativa L.).

J. Exp. Bot. 2016, 67, 6431–6444. [CrossRef]
8. Gregorio, G.B. Progress in breeding for trace minerals in staple crops. J. Nutr. 2002, 132, 500S–502S. [CrossRef]
9. Largier, J.L. Tidal intrusion fronts. Estuaries 1992, 15, 26–39. [CrossRef]
10. Graham, R.D.; Welch, R.M.; Bouis, H.E. Addressing micronutrient malnutrition through enhancing the nutritional quality of

staple foods: Principles, perspectives and knowledge gaps. Adv. Agron. 2001, 70, 77–142.
11. Khan, S.; Javed, M.A.; Jahan, N.; Manan, F.A. A short review on the development of salt tolerant cultivars in rice. Int. J. Public

Health Sci. 2016, 5, 201–212.
12. Long, X.; Liu, L.; Shao, T.; Shao, H.; Liu, Z. Developing and sustainably utilize the coastal mudflat areas in China. Sci. Total

Environ. 2016, 56, 1077–1086. [CrossRef]
13. Yu, R.P.; Chen, D.M. Saline soil resources in China and their exploitation. Chin. J. Soil Sci. 1999, 30, 158–159.
14. Li, B.; Wang, Z.C.; Sun, Z.G.; Chen, Y.; Yang, F. Resources and sustainable resource exploitation of salinized land in China. Agric.

Res. Arid Areas 2005, 23, 154–158.
15. Quan, R.D.; Wang, J.; Jian, H.; Bai, H.B.; Lyu, X.L.; Zhu, Y.X.; Zhang, H.W.; Zhang, Z.J.; Li, S.H.; Huang, R.F. Improvement of salt

tolerance using wild rice genes. Front. Plant Sci. 2018, 8, 2269. [CrossRef] [PubMed]
16. Zhang, R.; Hussain, S.; Wang, Y.; Liu, Y.; Li, Q.; Chen, Y.; Wei, H.; Gao, P.; Dai, Q. Comprehensive Evaluation of Salt Tolerance in

Rice (Oryza sativa L.) Germplasm at the Germination Stage. Agronomy 2021, 11, 1569. [CrossRef]
17. Hussain, S.; Zhu, C.; Bai, Z.; Huang, J.; Zhu, L.; Cao, X.; Nanda, S.; Hussain, S.; Riaz, A.; Liang, Q.; et al. iTRAQ-Based Protein

Profiling and Biochemical Analysis of Two Contrasting Rice Genotypes Revealed Their Differential Responses to Salt Stress. Int. J.
Mol. Sci. 2019, 20, 547. [CrossRef] [PubMed]

18. Hussain, S.; Zhang, J.H.; Zhong, C.; Zhu, L.F.; Cao, X.C.; Yu, S.M.; Bohr, J.A.; Hu, J.J.; Jin, Q.Y. Effects of salt stress on rice growth,
development characteristics, and the regulating ways: A review. J. Integr. Agric. 2017, 16, 2357–2374. [CrossRef]

19. Zhang, J.; Lin, Y.J.; Zhu, L.F.; Yu, S.M.; Sanjoy, K.K.; Jin, Q.Y. Effects of 1-methylcyclopropene on function of flag leaf and
development of superior and inferior spikelets in rice cultivars differing in panicle types. Field Crops Res. 2015, 177, 64–74.
[CrossRef]

20. Mushtaq, Z.; Faizan, S.; Gulzar, B.; Mushtaq, H.; Bushra, S.; Hussain, A.; Hakeem, K.R. Changes in Growth, Photosynthetic
Pigments, Cell Viability, Lipid Peroxidation and Antioxidant Defense System in Two Varieties of Chickpea (Cicer arietinum L.)
Subjected to Salinity Stress. Phyton Int. J. Exp. Bot. 2022, 91, 149. [CrossRef]

21. Raza, A.; Tabassum, J.; Fakhar, A.Z.; Sharif, R.; Chen, H.; Zhang, C.; Ju, L.; Fotopoulos, V.; Siddique, K.H.M.; Singh, R.K.; et al.
Smart reprograming of plants against salinity stress using modern biotechnological tools. Crit. Rev. Biotechnol. 2022, 15, 1–28.
[CrossRef]

22. Mujtaba, M.; Wang, D.; Carvalho, L.B.; Oliveira, J.L.; Espirito Santo Pereira, A.D.; Sharif, R.; Jogaiah, S.; Paidi, M.K.; Wang, L.;
Ali, Q.; et al. Nanocarrier-mediated delivery of miRNA, RNAi, and CRISPR-Cas for plant protection: Current trends and future
directions. ACS Agric. Sci. Technol. 2021, 1, 417–435. [CrossRef]

23. Sharif, R.; Su, L.; Chen, X.; Qi, X. Hormonal interactions underlying parthenocarpic fruit formation in horticultural crops. Hortic.
Res. 2022, 9, uhab024. [CrossRef]

24. Hasanuzzaman, M.; Raihan, M.R.H.; Masud, A.A.C.; Rahman, K.; Nowroz, F.; Rahman, M.; Nahar, K.; Fujita, M. Regulation of
Reactive Oxygen Species and Antioxidant Defense in Plants under Salinity. Int. J. Mol. Sci. 2021, 22, 9326. [CrossRef] [PubMed]

25. Aref, I.M.; Khan, P.R.; Khan, S.; El-Atta, H.; Ahmed, A.I.; Iqbal, M. Modulation of antioxidant enzymes in Juniperus procera
needles in relation to habitat environment and dieback incidence. Trees Struct. Funct. 2016, 30, 1669–1681. [CrossRef]

26. Anjum, N.A.; Sofo, A.; Scopa, A.; Roychoudhury, A.; Gill, S.S.; Iqbal, M.; Lukatkin, A.S.; Pereira, E.; Duarte, A.C.; Ahmad, I. Lipids
and proteins-major targets of oxidative modifications in abiotic stressed plants. Environ. Sci. Pollut. Res. 2015, 22, 4099–4121.
[CrossRef] [PubMed]

27. Foyer, C.H.; Noctor, G. Redox regulation in photosynthetic organisms: Signaling, acclimation, and practical implications. Antioxid.
Redox Signal. 2009, 11, 861–905. [CrossRef]

28. Choudhury, S.; Panda, P.; Sahoo, L.; Panda, S.K. Reactive oxygen species signaling in plants under abiotic stress. Plant Signal.
Behav. 2013, 8, e23681. [CrossRef]

http://doi.org/10.3390/biology10050353
http://www.ncbi.nlm.nih.gov/pubmed/33922035
http://doi.org/10.1080/15324982.2018.1498038
http://doi.org/10.1146/annurev.arplant.59.032607.092911
http://www.ncbi.nlm.nih.gov/pubmed/18444910
http://www.fao.org/agb/agl/agll/spush/
http://doi.org/10.1093/jxb/erw407
http://doi.org/10.1093/jn/132.3.500S
http://doi.org/10.2307/1352707
http://doi.org/10.1016/j.scitotenv.2016.06.170
http://doi.org/10.3389/fpls.2017.02269
http://www.ncbi.nlm.nih.gov/pubmed/29387076
http://doi.org/10.3390/agronomy11081569
http://doi.org/10.3390/ijms20030547
http://www.ncbi.nlm.nih.gov/pubmed/30696055
http://doi.org/10.1016/S2095-3119(16)61608-8
http://doi.org/10.1016/j.fcr.2015.03.003
http://doi.org/10.32604/phyton.2022.016231
http://doi.org/10.1080/07388551.2022.2093695
http://doi.org/10.1021/acsagscitech.1c00146
http://doi.org/10.1093/hr/uhab024
http://doi.org/10.3390/ijms22179326
http://www.ncbi.nlm.nih.gov/pubmed/34502233
http://doi.org/10.1007/s00468-016-1399-0
http://doi.org/10.1007/s11356-014-3917-1
http://www.ncbi.nlm.nih.gov/pubmed/25471723
http://doi.org/10.1089/ars.2008.2177
http://doi.org/10.4161/psb.23681


Agronomy 2022, 12, 2343 17 of 19

29. Yoon, J.Y.; Hamayun, M.; Lee, S.K.; Lee, I.J. Methyl jasmonate alleviated salinity stress in soybean. J. Crop Sci. Biotechnol. 2009, 12,
63–68. [CrossRef]

30. Manan, A.; Ayyub, C.M.; Pervez, M.A.; Ahmad, R. Methyl jasmonate brings about resistance against salinity stressed tomato
plants by altering biochemical and physiological processes. Pak. J. Agric. Sci. 2016, 53, 35–41.

31. Anjum, S.A.; Farooq, M.; Wang, L.C.; Xue, L.L.; Wang, S.G.; Wang, L.; Chen, M. Gas exchange and chlorophyll synthesis of maize
cultivars are enhanced by exogenously applied glycine betaine under drought conditions. Plant Soil Environ. 2011, 57, 326–331.
[CrossRef]

32. Poonam, S.; Kaur, H.; Geetika, S. Effect of jasmonic acid on photosynthetic pigments and stress markers in [Cajanus cajan (L.)
Millsp]. Seedlings under copper stress. Am. J. Plant Sci. 2013, 4, 817–823. [CrossRef]

33. Qiu, Z.; Guo, J.; Zhu, A.; Zhang, L.; Zhang, M. Exogenous jasmonic acid can enhance tolerance of wheat seedlings to salt stress.
Ecotoxicol. Environ. Saf. 2014, 104, 202–208. [CrossRef]

34. Tsonev, T.D.; Lazova, G.N.; Stoinova, Z.G.; Popova, L.P. A possible role for jasmonic acid in adaptation of barley seedlings to
salinity stress. Plant Growth Regul. 1998, 17, 153–159. [CrossRef]

35. Hristova, V.A.; Popova, L.P. Treatment with methyl jasmonate alleviates the effects of paraquat on photosynthesis in barley plants.
Photosynthetica 2002, 40, 567–574. [CrossRef]

36. Javid, M.G.; Sorooshzadeh, A.; Moradi, F.; Modarres, S.S.; Allahdadi, I. The role of phytohormones in alleviating salt stress in
crop plants. Aust. J. Crop Sci. 2011, 5, 726–734.

37. Jin, S.; Chen, C.C.S.; Plant, A.L. Regulation by Aba of osmotic-stress-induced changes in protein synthesis in tomato roots. Plant
Cell Environ. 2000, 23, 51–60. [CrossRef]

38. Poor, P.; Gemes, K.; Horvath, F.; Szepesi, A.; Simon, M.L.; Tari, I. Salicylic acid treatment via the rooting medium interferes with
stomatal response, CO2 fixation rate and carbohydrate metabolism in tomato, and decreases harmful effects of subsequent salt
stress. Plant Biol. 2011, 13, 105–114. [CrossRef]

39. Bruce, T.J.; Matthes, M.C.; Napier, J.A.; Pickett, J.A. Stressful “memories” of plants: Evidence and possible mechanisms. Plant Sci.
2007, 173, 603–608. [CrossRef]

40. Wang, S.Y. Methyl jasmonate reduces water stress in strawberry. J. Plant Growth Regul. 1999, 18, 127–134. [CrossRef]
41. Velitchkova, M.; Fedina, I. Response of photosynthesis of Pisum sativum to salt stress as affected by methyl jasmonate. Photosyn-

thetica 1998, 35, 89–97. [CrossRef]
42. Del-Amor, F.M.; Cuadra-Crespo, P. Alleviation of salinity stress in broccoli using foliar urea or methyl jasmonate: Analysis of

growth, gas exchange, and isotope composition. Plant Growth Regul. 2011, 63, 55–62. [CrossRef]
43. Creelman, R.A.; Mulpuri, R. The oxylipin pathway in Arabidopsis. Arab. Book/Am. Soc. Plant Biol. 2002, 1, e0012. [CrossRef]
44. Wasternack, C.; Hause, B. Jasmonates and octadecanoids: Signals in plant stress responses and development. Prog. Nucleic Acid

Res. 2002, 72, 165–221.
45. Ahmadi, F.I.; Karimi, K.; Struik, P.C. Effect of exogenous application of methyl jasmonate on physiological and biochemical

characteristics of Brassica napus L. cv. Talaye under salinity stress. S. Afr. J. Bot. 2018, 115, 5–11. [CrossRef]
46. Walia, H.; Wilson, C.; Wahid, A.; Condamine, P.; Cui, X.; Close, T.J. Expression analysis of barley (Hordeumvulgare L.) during

salinity stress. Funct. Integr. Genom. 2006, 6, 143–156. [CrossRef] [PubMed]
47. Cai, K.; Zeng, F.; Wang, J.; Zhang, G. Identification and characterization of HAK/KUP/KT potassium transporter gene family in

barley and their expression under abiotic stress. BMC Genom. 2021, 22, 317. [CrossRef]
48. Riedelsberger, J.; Miller, J.K.; Valdebenito-Maturana, B.; Piñeros, M.A.; González, W.; Dreyer, I. Plant HKT Channels: An Updated

View on Structure, Function and Gene Regulation. Int. J. Mol. Sci. 2021, 22, 1892. [CrossRef]
49. Hussain, S.; Zhang, R.; Liu, S.; Li, R.; Zhou, Y.; Chen, Y.; Hou, H.; Dai, Q. Transcriptome-Wide Analysis Revealed the Potential of

the High-Affinity Potassium Transporter (HKT) Gene Family in Rice Salinity Tolerance via Ion Homeostasis. Bioengineering 2022,
9, 410. [CrossRef]

50. Chen, Y.; Li, R.; Ge, J.; Liu, J.; Wang, W.; Xu, M.; Zhang, R.; Hussain, S.; Wei, H.; Dai, Q. Exogenous melatonin confers enhanced
salinity tolerance in rice by blocking the ROS burst and improving Na+/K+ homeostasis. Environ. Exp. Bot. 2021, 189, 104530.
[CrossRef]

51. Lafitte, R. Relationship between leaf relative water content during reproductive stage water deficit and grain formation in rice.
Field Crop Res. 2002, 76, 165–174. [CrossRef]

52. Tahjib-Ul-Arif, M.; Sayed, M.A.; Islam, M.M.; Siddiqui, M.N.; Begum, S.N.; Hossain, M.A. Screening of rice landraces (Oryza
sativa L.) for seedling stage salinity tolerance using morpho-physiological and molecular markers. Acta Physiol. Plant 2018, 40, 70.
[CrossRef]

53. Sairam, R.K.; Deshmukh, P.S.; Shukla, D.S. Tolerance of drought and temperature stress in relation to increased antioxidant
enzyme activity in wheat. J. Agron. Crop Sci. 1997, 178, 171–178. [CrossRef]

54. Maishanu, H.; Rabe, A. Cell Membrane Stability and Relative Water Content of Cymbopogoncitratus (Lemon Grass). Annu. Res.
Rev. Biol. 2019, 33, 1–7. [CrossRef]

55. Hamani, A.K.M.; Wang, G.; Soothar, M.K.; Shen, X.; Gao, Y.; Qiu, R.; Mehmood, F. Responses of leaf gas exchange attributes,
photosynthetic pigments and antioxidant enzymes in NaCl-stressed cotton (Gossypium hirsutum L.) seedlings to exogenous
glycine betaine and salicylic acid. BMC Plant Biol. 2020, 20, 434. [CrossRef] [PubMed]

http://doi.org/10.1007/s12892-009-0060-5
http://doi.org/10.17221/41/2011-PSE
http://doi.org/10.4236/ajps.2013.44100
http://doi.org/10.1016/j.ecoenv.2014.03.014
http://doi.org/10.1007/PL00007029
http://doi.org/10.1023/A:1024356120016
http://doi.org/10.1046/j.1365-3040.2000.00520.x
http://doi.org/10.1111/j.1438-8677.2010.00344.x
http://doi.org/10.1016/j.plantsci.2007.09.002
http://doi.org/10.1007/PL00007060
http://doi.org/10.1023/A:1006878016556
http://doi.org/10.1007/s10725-010-9511-8
http://doi.org/10.1199/tab.0012
http://doi.org/10.1016/j.sajb.2017.11.018
http://doi.org/10.1007/s10142-005-0013-0
http://www.ncbi.nlm.nih.gov/pubmed/16450154
http://doi.org/10.1186/s12864-021-07633-y
http://doi.org/10.3390/ijms22041892
http://doi.org/10.3390/bioengineering9090410
http://doi.org/10.1016/j.envexpbot.2021.104530
http://doi.org/10.1016/S0378-4290(02)00037-0
http://doi.org/10.1007/s11738-018-2645-4
http://doi.org/10.1111/j.1439-037X.1997.tb00486.x
http://doi.org/10.9734/arrb/2019/v33i230114
http://doi.org/10.1186/s12870-020-02624-9
http://www.ncbi.nlm.nih.gov/pubmed/32957907


Agronomy 2022, 12, 2343 18 of 19

56. Demmig-Adams, B.; Adams, W.W.; Baker, D.H.; Logan, B.A.; Bowling, D.R.; Verhoeven, A.S. Using chlorophyll fluorescence
to assess the fraction of absorbed light allocated to thermal dissipation of excess excitation. Physiol. Plant. 1996, 98, 253–264.
[CrossRef]

57. Jiang, D.; Hou, J.; Gao, W.; Tong, X.; Li, M.; Chu, X.; Chen, G. Exogenous spermidine alleviates the adverse effects of aluminum
toxicity on photosystem II through improved antioxidant system and endogenous polyamine contents. Ecotox. Environ. Safe 2021,
207, 111265. [CrossRef]

58. Molina, A.; Bueno, P.; Marín, M.C.; Rodríguez-Rosales, M.P.; Belver, A.; Venema, K.; Donaire, J.P. Involvement of endogenous
salicylic acid content, lipoxygenase and antioxidant enzyme activities in the response of tomato cell suspension cultures to NaCl.
New Phytol. 2002, 156, 409–415. [CrossRef]

59. Jin, X.; Yang, X.; Islam, E.; Dan, L.; Mahmood, Q. Effects of cadmium on ultrastructure and antioxidative defense system in
hyperaccumulator and non-hyperaccumulator ecotypes of Sedum alfredii Hance. J. Hazard. Mater. 2008, 156, 387–397. [CrossRef]

60. Bartha, C.; Fodorpataki, L.; Martinez-Ballesta, M.C.; Popescu, O.; Carvajal, M. Sodium accumulation contributes to salt stress
tolerance in lettuce cultivars. J. Appl. Bot. Food Qual. 2015, 88, 42–48.

61. Khan, K.; Choi, J.Y.; Nho, E.Y.; Jamila, N.; Habte, G.; Hong, J.H.; Hwang, M.; Kim, K.S. Determination of minor and trace elements
in aromatic spices by micro-wave assisted digestion and inductively coupled plasma-mass spectrometry. Food Chem. 2014, 158,
200–206. [CrossRef]

62. Yang, A.; Akhtar, S.S.; Iqbal, S.; Amjad, M.; Naveed, M.; Zahir, Z.A.; Jacobsen, S.E. Enhancing salt tolerance in quinoa by
halotolerant bacterial inoculation. Funct. Plant Biol. 2016, 43, 632–642. [CrossRef]

63. Kazan, K.; Manners, J.M. JAZ repressors and the orchestration of phytohormone crosstalk. Trends Plant Sci. 2012, 17, 22–31.
[CrossRef]

64. Singh, A. Soil salinization and waterlogging: A threat to environment and agricultural sustainability. Ecol. Indic. 2015, 57, 128–130.
[CrossRef]

65. Ranjbarfordoei, A.R.; Samson, P.; Van, D. Chlorophyll fluorescence performance of sweet almond [Prunus dulcis (Miller) D. Webb]
in response to salinity stress induced by NaCl. Photosynthetica 2006, 44, 513–522. [CrossRef]

66. Rohmawat, T.; Kumala, D. Effect of Methyl Jasmonate on Vegetative Growth and Formation of Potato Tuber (Solanum tuberosum L.)
var. Granola. Biog. J. Ilm. Biol. 2019, 7, 25–29. [CrossRef]

67. Kumari, J.G.; Sudhakar, C. Effects of jasmonic acid on groundnut during early seedling growth. Biol. Plant 2003, 47, 453–456.
[CrossRef]

68. Amirjani, M.R. Salinity and photochemical efficiency of wheat. Int. J. Bot. 2010, 6, 273–279. [CrossRef]
69. Jamil, M.; Rehman, S.; Rha, E.S. Salinity effect on plant growth, PSII photochemistry and chlorophyll content in sugar beet

(Beta vulgaris L.) and cabbage (Brassica oleracea capitata L.). Pak. J. Bot. 2007, 39, 753–760.
70. Sheteiwy, M.S.; Gong, D.; Gao, Y.; Pan, R.-H.; Hu, J.; Guan, Y. Priming with methyl jasmonate alleviates polyethylene glycol-

induced osmotic stress in rice seeds by regulating the seed metabolic profile. Environ. Exp. Bot. 2018, 15, 236–248. [CrossRef]
71. Jiang, H.; Li, Z.; Jiang, X.; Qin, Y. Effects of Salt Stress on Photosynthetic Fluorescence Characteristics, Antioxidant System, and

Osmoregulation of Coreopsis tinctoria Nutt. HortScience 2021, 56, 1066–1072. [CrossRef]
72. Jung, S. Effect of chlorophyll reduction in Arabidopsis thaliana by methyl jasmonate or norflurazon on antioxidant systems. Plant

Physiol. Biochem. 2004, 42, 225–231. [CrossRef]
73. Seif, S.N.; Tafazzoli, E.; Talaii, A.R.; Aboutalebi, A.; Abdosi, V. Evaluation of two grape cultivars (Vitisvinifera L.) against salinity

stress and surveying the effect of methyl jasmonate and epibrassinolide on alleviation the salinity stress. Int. J. Biosci. 2014, 5,
116–125.

74. Chen, K.; Yang, F.; Zhou, Z.; Fu, C. Effects of soil water stress on photosynthetic characteristics of betel nut seedlings. Chin. J. Trop.
Agric. 2010, 30, 8–12.

75. Diao, M.; Ma, L.; Wang, J.W.; Cui, J.X.; Fu, A.F.; Liu, H.-Y. Selenium promotes the growth and photosynthesis of tomato seedlings
under salt stress by enhancing chloroplast antioxidant defense system. Plant Growth Regul. 2014, 33, 671–682. [CrossRef]

76. Sun, Z.W.; Ren, L.K.; Fan, J.W.; Li, Q.; Wang, K.J.; Guo, M.M.; Wang, L.; Li, J.; Zhang, G.X.; Yang, Z.Y.; et al. Salt response of
photosynthetic electron transport system in wheat cultivars with contrasting tolerance. Plant Soil Environ. 2016, 62, 515–521.

77. Amiri, A.; Baninasab, B.; Ghobadi, C.; Khoshgoftarmanesh, C. Zinc soil application enhance photosynthetic capacity and
antioxidant enzyme activities in almond seedlings affected by salinity stress. Photosynthetica 2016, 54, 267–274. [CrossRef]

78. Aftab, T.; Khan, M.M.A.K.; da-Silva, J.A.T.; Idrees, M.; Naeem, M. Role of salicylic acid in promoting salt stress tolerance and
enhanced artemisinin production in Artemisia annua L. J. Plant Growth Regul. 2011, 30, 425–435. [CrossRef]

79. Lekshmy, S.; Sairam, R.K.; Kushwaha, S.R. Effect of long-term salinity stress on growth and nutrient uptake in contrasting wheat
genotypes. Ind. J. Plant Physiol. 2013, 18, 344–353. [CrossRef]

80. Zhou, Y.; Tang, N.; Huang, L.; Zhao, Y.; Tang, X.; Wang, K. Effects of salt stress on plant growth, antioxidant capacity, glandular
trichome density, and volatile exudates of Schizonepeta tenuifolia Briq. Int. J. Mol. Sci. 2018, 19, 252. [CrossRef]

81. Li, J.T.; Qiu, Z.B.; Zhang, X.W.; Wang, L.S. Exogenous hydrogen peroxide can enhance tolerance of wheat seedlings to salt stress.
Acta Physiol. Plant. 2011, 33, 835–842. [CrossRef]

82. Faghih, S.; Ghobadi, C.; Zarei, A. Response of strawberry plant cv. ‘camarosa’ to salicylic acid and methyl jasmonate application
under salt stress condition. Plant Growth Regul. 2017, 36, 651–659. [CrossRef]

http://doi.org/10.1034/j.1399-3054.1996.980206.x
http://doi.org/10.1016/j.ecoenv.2020.111265
http://doi.org/10.1046/j.1469-8137.2002.00527.x
http://doi.org/10.1016/j.jhazmat.2007.12.064
http://doi.org/10.1016/j.foodchem.2014.02.103
http://doi.org/10.1071/FP15265
http://doi.org/10.1016/j.tplants.2011.10.006
http://doi.org/10.1016/j.ecolind.2015.04.027
http://doi.org/10.1007/s11099-006-0064-z
http://doi.org/10.24252/bio.v7i1.5112
http://doi.org/10.1023/B:BIOP.0000023894.72554.b2
http://doi.org/10.3923/ijb.2010.273.279
http://doi.org/10.1016/j.envexpbot.2018.06.001
http://doi.org/10.21273/HORTSCI15956-21
http://doi.org/10.1016/j.plaphy.2004.01.001
http://doi.org/10.1007/s00344-014-9416-2
http://doi.org/10.1007/s11099-016-0078-0
http://doi.org/10.1007/s00344-011-9205-0
http://doi.org/10.1007/s40502-014-0059-x
http://doi.org/10.3390/ijms19010252
http://doi.org/10.1007/s11738-010-0608-5
http://doi.org/10.1007/s00344-017-9666-x


Agronomy 2022, 12, 2343 19 of 19

83. Noriega, G.; Cruz, D.S.; Batlle, A.; Tomaro, M.; Balestrasse, K. Heme oxygenase is involved in the protection exerted by jasmonic
acid against cadmium stress in soybean roots. J. Agron. Crop Sci. 2011, 197, 296–301. [CrossRef]

84. Li, G.; Tang, J.; Zheng, J.; Chu, C. Exploration of rice yield potential: Decoding agronomic and physiological traits. Crop J. 2021, 9,
577–589. [CrossRef]

85. Yu, X.; Zhang, W.; Zhang, Y.; Zhang, X.; Lang, D.; Zhang, X. The roles of methyl jasmonate to stress in plants. Funct. Plant Biol.
2018, 46, 197–212. [CrossRef] [PubMed]

86. Mousavi, S.R.; Niknejad, Y.; Fallah, H.; Tari, D.B. Methyl jasmonate alleviates arsenic toxicity in rice. Plant Cell Rep. 2020, 39,
1041–1060. [CrossRef] [PubMed]

87. Zhang, M.; Liang, X.; Wang, L.; Cao, Y.; Song, W.; Shi, J.; Lai, J.; Jiang, C.A. HAK family Na+ transporter confers natural variation
of salt tolerance in maize. Nat. Plants 2019, 5, 1297–1308. [CrossRef]

88. Noor, I.; Sohail, H.; Sun, J.; Nawaz, M.A.; Li, G.; Hasanuzzaman, M.; Liu, J. Heavy metal and metalloid toxicity in horticultural
plants: Tolerance mechanism and remediation strategies. Chemosphere 2022, 303, 135196. [CrossRef] [PubMed]

89. Sharif, R.; Su, L.; Chen, X.; Qi, X. Involvement of auxin in growth and stress response of cucumber. Veg. Res. 2022, 2, 13. [CrossRef]
90. Manghwar, H.; Hussain, A.; Ali, Q.; Liu, F. Brassinosteroids (BRs) Role in Plant Development and Coping with Different Stresses.

Int. J. Mol. Sci. 2022, 23, 1012. [CrossRef]
91. Soni, S.; Kumar, A.; Sehrawat, N.; Kumar, A.; Kumar, N.; Lata, C.; Mann, A. Effect of saline irrigation on plant water traits,

photosynthesis and ionic balance in durum wheat genotypes. Saudi J. Biol. Sci. 2021, 28, 2510–2517. [CrossRef]
92. Ahmad, S.; Chen, Y.; Shah, A.Z.; Wang, H.; Xi, C.; Zhu, H.; Ge, L. The Homeodomain-Leucine Zipper Genes Family Regulates the

Jinggangmycin Mediated Immune Response of Oryza sativa to Nilaparvata lugens, and Laodelphax striatellus. Bioengineering 2022,
9, 398. [CrossRef]

93. Sohail, H.; Noor, I.; Nawaz, M.A.; Ma, M.; Shireen, F.; Huang, Y.; Yang, L.; Bie, Z. Genome-wide identification of plasma-
membrane intrinsic proteins in pumpkin and functional characterization of CmoPIP1-4 under salinity stress. Environ. Exp. Bot.
2022, 202, 104995. [CrossRef]

94. Singh, A.; Kumar, A.; Datta, A.; Yadav, R.K. Evaluation of guava (Psidium guajava) and bael (Aegle marmelos) under shallow saline
watertable conditions. Ind. J. Agric. Sci. 2018, 88, 720–725.

95. Kumar, A.; Kumar, A.; Lata, C.; Kumar, S. Eco-physiological responses of Aeluropus lagopoides (grass halophyte) and Suaeda
nudiflora (non-grass halophyte) under individual and interactive sodic and salt stress. S. Afr. J. Bot. 2016, 105, 36–44. [CrossRef]

96. Lata, C.; Soni, S.; Kumar, N.; Kumar, A.; Pooja, M.A.; Rani, S. Adaptive mechanism of stress tolerance in Urochondra (grass
halophyte) using roots study. Ind. J. Agric. Sci. 2019, 89, 1050–1053.

97. Ahmad, P.; Azooz, M.M.; Prasad, M.N.V. Ecophysiology and Responses of Plants under Salt Stress. Effects of Salinity on Ion Transport,
Water Relations and Oxidative Damage; Springer: New York, NY, USA, 2013; pp. 89–114.

http://doi.org/10.1007/s00344-011-9221-0
http://doi.org/10.1016/j.cj.2021.03.014
http://doi.org/10.1071/FP18106
http://www.ncbi.nlm.nih.gov/pubmed/32172764
http://doi.org/10.1007/s00299-020-02547-7
http://www.ncbi.nlm.nih.gov/pubmed/32388591
http://doi.org/10.1038/s41477-019-0565-y
http://doi.org/10.1016/j.chemosphere.2022.135196
http://www.ncbi.nlm.nih.gov/pubmed/35659937
http://doi.org/10.48130/VR-2022-0013
http://doi.org/10.3390/ijms23031012
http://doi.org/10.1016/j.sjbs.2021.01.052
http://doi.org/10.3390/bioengineering9080398
http://doi.org/10.1016/j.envexpbot.2022.104995
http://doi.org/10.1016/j.sajb.2015.12.006

	Introduction 
	Materials and Methods 
	Plant Materials, Design, and Experiment 
	Preparation of MeJA Foliar Spray 
	Measurements of Plant Growth and Yield Parameters 
	Plant Growth Parameters 
	Yield Components 

	Physiological Parameters 
	Chlorophyll Determination 
	Leaf Relative Water Contents (RWC) 
	Membrane Stability Index (MSI) 
	Leaf Chlorophyll Fluorescence (LCf) 
	Gas Exchange Attributes 

	Measurements of MDA, H2O2, APX, POD, and SOD Activities 
	Analysis of Different Genes 
	Measurements of Na+, K+, and Na+/K+ Ratio 
	Statistical Analysis 

	Results 
	Influence of Salinity and MeJA Foliar Applications on Agronomical Attributes 
	Influence of Salinity and MeJA Foliar Applications on Rice Yield Components 
	Influence of Salinity and MeJA on Rice Chlorophyll Content, RWC, and MSI 
	Influence of Salinity and MeJA Foliar Application on Rice Leaf Chlorophyll Fluorescence (LCf) 
	Influence of Salinity and MeJA Foliar Application on Rice Gas Exchange Attributes 
	Influence of Salinity and MeJA Foliar Applications on MDA, H2O2, APX, POD, and SOD 
	Influence of Salinity and MeJA Foliar Applications on Expression Analysis of Stress Genes 
	Na+, K+, and Na+/K+ Homeostasis 

	Discussion 
	Conclusions 
	References

