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Supplementary Figure S2. WinQTL Cartographer plots showing the QTL identified on seven chromosomes (3,
4, 6, 7, 13, 15, and 16) by composite interval mapping with a minimum of 20 cM between QTL and 2-LOD-drop
interval. The genetic position (cM) is shown on X-axis and LOD value is shown on Y-axis. The name of a
chromosome is mentioned below the genetic position of chromosomes. The dotted areas pointed with green
arrow indicate the QTL positions on chromosomes. The name, genetic position, and physical position of QTL
are also shown next to the green arrow.

2-LOD drop
qSFT_3-38 (36.8−40.9 cM)
(37,447,696–38,227,564 bp)

qSFT_3-64 (62.8−71.3 cM)
(42,201,780–43,325,752)

2-LOD drop

2-LOD drop

qSFT_4-17 (267.5−290.6 cM)
(6,322,051–41,712,698 bp)

2-LOD drop

qSFT_6-86 (200.5−215.2 cM)
(18,319,783–47,839,535 bp)

2-LOD drop

(18.3−26.5 cM)
(31,098,646–35,229,817 bp)

Possibly, one QTL
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qSFT_7-3 (77.9−115.2 cM)
(418,570–7,905,015 bp)

qSFT_7-14 (116.3−134.5 cM)
(7,984,980–15,641,186 bp)

2-LOD drop

2-LOD drop

Possibly, two linked QTL

2-LOD drop

qSFT_13-53 (66.1−72.6 cM)
(26,719,782–30,966,459 bp)

2-LOD drop

qSFT_15-67 (125.3−140.9 cM)
(6,048,170–8,976,050 bp)

2-LOD drop

qSFT_16-40 (43.8−76.3 cM)
(26,236,346–35,344,890 bp)



2-LOD drop

qSFT_16-62 (83.7−87.2 cM)
(36,148,023–36,625,433 bp)


