Supplementary table 1. ELISA results performed on mother plants and the plants produced from
them by somatic embryogenesis. Samples with a OD value at least 2-fold greater than the average
value of the negative controls were considered positive (red shading). OYDV - Onion yellow dwarf
virus, GCLV - Garlic common latent virus, LYSV - Leek yellow stripe virus, SLV - Shallot latent virus. For
mother plants, the first number represents the ecotype, the second number represents the bulb
used for regeneration; 2,4 D and Kin represent different treatments, the last number (1 to 16)
represents the exact regenerant obtained from the bulb of the mother plant.

Sample OYDV | GCLV LYSV SLV

IPT013-2 0.154

IPT013-3 0.202 0.13

IPT013-6 0.184 0.131

Mother plants IPT013-7 0.16 0.131
IPT013-8 0.156 0.136

IPT012-4 0.136

IPT012-6 0.134

IPT012-8 0.156

IPT013-2 MS2,4-D 1 0.141

IPT013-2 MS2,4-D 2 0.116

IPT013-2 MS2,4-D 3 0.138 0.122

IPT013-2 MS2,4-D 4 0.118

IPT013-2 MS2,4-D 5 0.123

Regenerants from mother plant IPT013-2 MS2,4-D 6 0.123
13-2 and MS2,4-D treatment IPT013-2 MS2,4-D 7 0.123
IPT013-2 MS2,4-D 8 0.135

IPT013-2 MS2,4-D 9 0.14

IPT013-2 MS2,4-D 10 0.122

IPT013-2 MS2,4-D 11 0.124

IPT013-3 MS2,4-D 1 0.124

IPT013-3 MS2,4-D 2 0.125

Regenerants from mother plant IPTO13-3 MS2,4-D 3 0.125
13-3 and MS2,4-D treatment IPT013-3 MS2,4-D 4 0.117
IPT013-3 MS2,4-D 5 0.127

IPT013-3 MS2,4-D 6 0.137

IPT013-3 MS2,4-D 7 0.123

IPT013-6 MS2,4-D 1 0.122

IPT013-6 MS2,4-D 2 0.123

IPT013-6 MS2,4-D 3 0.124

IPT013-6 MS2,4-D 4 0.124

IPT013-6 MS2,4-D 5 0.152 0.136 0.124 0.116

IPT013-6 MS2,4-D 6 0.163 0.167 0.157 0.129

IPT013-6 MS2,4-D 7 0.13

Regenerants from mother plant IPT013-6 MS2,4-D 8 0121
13-6 and MS2,4-D treatment IPT013-6 MS2,4-D 9 0.117
IPT013-6 MS2,4-D 10 0.122

IPT013-6 MS2,4-D 11 0.127

IPT013-6 MS2,4-D 12 0.118

IPT013-6 MS2,4-D 13 0.119

IPT013-6 MS2,4-D 14 0.127

IPT013-6 MS2,4-D 15 0.133

IPT013-6 MS2,4-D 16 0.12

IPT013-7 MS2,4-D 1 0.13

IPT013-7 MS2,4-D 2 0.12




Regenerants from mother plant
13-7 and MS2,4-D treatment

Regenerants from mother plant
13-8 and MS2,4-D treatment

Regenerants from mother plant
13-2 and MS2,4-D+Kin—>MS2,4-D
treatment

Regenerants from mother plant
13-6 and MS2,4-D+Kin—>MS2,4-D
treatment

Regenerates from parent plant
12-4 and MS2,4-D treatment

Regenerants from mother plant
12-6 and MS2,4-D treatment

Regenerants from mother plant
12-8 and MS2,4-D treatment

Regenerates from parent plant
12-8 and MS2,4-D+Kin—>MS2,4-D
treatment

Internal controls

IPT013-7 MS2,4-D 3 0.122
IPT013-7 MS2,4-D 4 0.122
IPT013-7 MS2,4-D 5 0.116
IPT013-7 MS2,4-D 6 0.125
IPT013-7 MS2,4-D 7 0.164 0.133
IPT013-7 MS2,4-D 8 0.12
IPT013-7 MS2,4-D 9 0.141 0.122 0.117
IPT013-8 MS2,4-D 1 0.122
IPT013-8 MS2,4-D 2 0.122
IPT013-8 MS2,4-D 3 0.122
IPT013-8 MS2,4-D 4 0.118
IPT013-8 MS2,4-D 5 0.15 0.141 0.128
IPT013-8 MS2,4-D 6 0.134
IPT013-8 MS2,4-D 7 0.142 0.12
IPT013-8 MS2,4-D 8 0.121
IPT013-8 MS2,4-D 9 0.123

IPT013-8 MS2,4-D 10 0.123
IPT013-8 MS2,4-D 11 0.123
IPT013-8 MS2,4-D 12 0.121 0.12
IPT013-8 MS2,4-D 13 0.122
IPT013-2 MS2,4-D+Kin1 | 0.149 0.134 0.121
IPT013-2 MS2,4-D+Kin 2 0.117
IPT013-2 MS2,4-D+Kin 3 0.123
IPT013-2 MS2,4-D+Kin4 | 0.148 0.179 0.14 0.127
IPT013-2 MS2,4-D+Kin5 | 0.141 0.14 0.128 0.124
IPT013-2 MS2,4-D+Kin6 | 0.139 0.134 0.122 0.119
IPT013-6 MS2,4-D+Kin 1 0.115

IPT013-6 MS2,4 D+Kin 2
IPT012-4 MS2,4-D 1 0.129
IPT012-4 MS2,4-D 2 0.125
IPT012-6 MS2,4-D 1 0.122
IPT012-6 MS2,4-D 2 0.125
IPT012-6 MS2,4-D 3 0.14 0.123
IPT012-6 MS2,4-D 4 0.116
IPT012-6 MS2,4-D 5 0.113
IPT012-6 MS2,4-D 6 0.13
IPT012-6 MS2,4-D 7 0.127
IPT012-8 MS2,4-D 1 0.122
IPT012-8 MS2,4-D 2 0.117
IPT012-8 MS2,4-D 3 0.117
IPT012-8 MS2,4-D 4 0.117
IPT012-8 MS2,4-D 5 0.122
IPT012-8 MS2,4-D 6 0.138

IPT012-8 MS2,4-D+Kin 1 0.137
IPT012-8 MS2,4-D+Kin 2 0.121
IPT012-8 MS2,4-D+Kin 3 0.126
Positive control 1 0.699 1.457 1.246 1.339
Positive control 2 0.728 1.756 1.371 1.517
Negative control 1 0.125 0.126 0.119 0.122
Negative control 2 0.133 0.132 0.126 0.118
Blank 1 0.183 0.146 0.124 0.123

Blank 2 0.15 0.213 0.169 0.131




