Table S1. The ZF-HD protein sequences of Arabidopsis, tomato and tobacco

Gene name

Accession number

Putative protein sequences

NtZF-HD1

NtZF-HD2

NtZF-HD3

NtZF-HD4

NtZF-HD5

NtZF-HD6

NtZF-HD7

NtZF-HD8

NtZF-HD9

Nitab4.5_000330990010.1

Nitab4.5_0001418g0030.1

Nitab4.5_000617890010.1

Nitab4.5_0000014g0020.1

Nitab4.5_0001507g0130.1

Nitab4.5_0002224g0080.1

Nitab4.5_000112290170.1

Nitab4.5_000247290040.1

Nitab4.5_0000136g0410.1

MQGDKANDNIYRECLRNHAASLGSYATDGCGEFTLDDNNNNNTSPRSASLHCAACGCHRNFHRKVMY GASYSNNSSRDREIVAAELTDY GGGRMSAALTAEESPRSGKKRFRTKFTTDQKEKMLAFAEKLGWTL

QRKDQENETERFCREVGVSRKVFKVWMHNHKNNTSSVSTGNASSLTQ

MYWDAAAAKCRLTMVGKFFKRKPKMTAIRASFSAKYPLKDHVKIVSFDSLHVFLDFTNEEDYDAIFFKETIIVAGAQMEVFRWTPEFHVFHGYHVMQTKMKPDNHTAKVEGRDETLGIMELDKNEHIGGGNEYGS
KESEAAPKNTHILEDGLYISDSVDCVPEATHSDSAERVASPVNCSTATSEIQASAETSCSGSSGLSFASDGIAGGIPSVMDDSSSMCSTDSMSFRGTYSNHNIQKLY GRGWKY GSKSTSNAADWASEKLNQPLDALPIGE
HHEDRKSRPPIQVQYSTYRGRQAVTFPENYWESLVPDCKLTLIGNFFQRKPRMKEIRADFIAKNPLKGQVKITHYTSQQVSLDFTNEADYDTVLSKKTLTVAVMQISWWSRDIHHEVVSTLNPGKQEWKAMDKERD
VKPGIMEQQKTELDELIGGETEYKIDAPEAVLETPDILGEVSDVSNSLHIVPEVAHPDFRDNDASPVYNCDTDTSKMHPSIGITCCQLSGISAPQNMIDGTSPYVMNVNSSKCSTYSILSIVTTGLSSNDKDQSKSIRDDVAV
SHQSELTESDRERHSSEIPSVSSPPRSPPRSIGSVIQLMSKLKVSVTNDPNSVKRSTSDNSNLTQKSVPLFNSAENAVLLSVDPHKSIEPKAIEKPLVRSISITTENFPSNQVTASATAEMPMPLLPTLPLLAHSVSPAAQLCA
DPPTAIDTYVPQSYPNGIVGSHIFGRSEQAGSGSIFPSPSQALHQHSLAQRHSQLNSYKVDKNAHLDQESNMIAGPTQLQSLLTTSVSDTTSSIRYMECLKNHAASMGGHAIDGCGEFMPSGGEGTPGALKCEACNCHR
NFHRKKIINHRQMAGIGSHIEPRNNSNSRNIHKQSPISQQYQHNYSYSPSSVVNSSDSYPQLPLPISGQICLPQGLERKEPSLIRPSYSYEMVNHDTVQQWEYFWRDRSRNTSIDHPSLRNENQNFDMFKPLNYRTSDNIPS
EFANEFPHLDIINNLRYDEHGKGRTLMPNSGFQNLSNGSYHLNGHFT

MEVPNEEGEMAMPINSAY GHGHMIHHDPAPQNNHIIPSSQIITSKNGPPISSNKKMMKYKECLENHAAAMGGNATDGCGEFMPSGEEGTFEFLTCSVCNCHRNFHRKETEGELVRKVYVGHPHKAFVYPASRAAPHQ
MIMSYNNHMGSIPGINQEDGIINGGCGVMARPLNYQQLVKKRFRTKFSQEQKEKMLNFAEKIGWKMQKQEEAMVQQFCQQVGVKRRLLKVWMHNLAKKNSNDINTESQV
MDSTYSIPTRNHIPTKTPDSEKDFPPYPQVPLKPLSFTNVTSKKHHQVHNHQPPSAAVTYKECLKNHAASIGGYTVDGCGEFIPTPDAIAADPTSLKCDVCGCHRNFHRRERDDDFMDFRHHHAQVATPATPTALKPEK
PRRRRRFRTKFSQEQKNRMY SFSEKLGWKLQKCDEAMVEEFCNEIGVGKGVFRVWMHNNKSTLGKKGFPKCQQQYQTVPYNNKQ
MEFDEEHEEQEEEIGNIHQISSAAATVNYQTQGNNSVRGVEEGVSTTVRKSSVRYRECLKNHAVGIGGHAVDGCGDFMPAGEEGTMDALKCAACNCHRNFHRKEVEGEVFHHTPPPHLTHHHPQPHHSHHPQFSPY
TSYRTPHHPSGYLHVTPPSHQRPLALPSTSREDEDMSNPSSSGGGGNGGVGGSSRKRFRTKFTADQKDKMLAFAERLGWRMQKQDEALVQQFCAETNVQRHVFKVWMHNNKHTLGKKP
MALAGEDKEMRMQGSLGYHSLDQNLDQAPVVPYSSGGSTNNKFKITSRARYRECLKNHAASIGGNVTDGCGEFMPCGEEGTLEALKCAACNCHRNFHRKEQQHVGADNNNNAGIMVVHPLQLPQPLPSPLPSMNH
HHQHGRSVWSTMPPQPVKMAFRGSGGGGSGATDSSSEELNFNTYQQATSVPPQPQPPFVLAKKRFRTKFTQDQKEKMLEFAEKLGWRIPREDDTEVQRFCSQVGVKRQVFKVWLHNNKNPSAKKNPQEEP
MDFENHQEEEETEPPPRHDDSLDNSNSTHPTKMPSPTPMELEPLAVVHTWHNNKPKYKECLKNHAVSIGGHAVDGCGEFMPAGEDGSLDSLKCAACNCHRNFHRKITQPPPNAVEPLPFVNYHSSYYRSLPPPCGYL
QYHVAPQQRPLALPSTSGGGGYWEDQEDMSNLNNSGGSGSKKRFRTKFSQEQKEKMQELADKLGWRIQREDEELVQQLCNETGVRRQVFKVWMHNNKNTLGKKP
MDSTCSIPTPTPIPTKTQVPLIKPLSFTNVTSKKHHQVHNHQPPSAVVTYKECLKNHAASIGGHTVDGCGEFIPSPSATAADPTSLKCDVCGCHRNFHRREPDDDFMDIRHHHAQVATPATPTALKPENPRRRRRFRTKF
SQEQKNKMYSFSEKLGWRLQKCDEAKVDEFCNEIGVGKGVFRVWMHNNKSTLGKKDFQNANNSTRPYPTTTNSKR

MEQKGQEKEMGIPNSIGYNPSSNTRRNEKAGSGNVILSPIQTLNQHNQHSLQGHSQLNSHQLEEERDPLVAATNRAQLRQLSTTSGNGTITTTTTTTTSSSSVVRRYRECLKNHAASMGGHILDGCGEFMPSEEEGALK



NtZF-HD10

NtZF-HD11

NtZF-HD12

NtZF-HD13

NtZF-HD14

NtZF-HD15

NtZF-HD16

NtZF-HD17

NtZF-HD18

NtZF-HD19

NtZF-HD20

Nitab4.5_000027490220.1

Nitab4.5_0000564g0050.1

Nitab4.5_0003247g0060.1

Nitab4.5_000175990020.1

Nitab4.5_000094890160.1

Nitab4.5_000094890180.1

Nitab4.5_000094890190.1

Nitab4.5_0000460g0070.1

Nitab4.5_000516490020.1

Nitab4.5_0003597g0010.1

Nitab4.5_0005738g0020.1

CAACNCHRNFHRRETFSEAETQIARPHPPYSTCNPPIHSSSNYHYNYSTASPYMMTFGRNAESSSEDLNLFNSNVGGGQSSKSKKRFRTKFTAEQKERMHEFAEKYGWSIQKQDEQELQHFCNQVGVKRQVFRIWMH
NSKQANKKRQM

MDLTNNSTTTTTTLANTTTITTTSAHIKIPEAEIETPTQIQKPKPFSFSNGVLKRKNLFQHHHPIVVIYKECLKNHAASL GGHAVDGCGEFMPSPTANPADPTSLKCAACGCHRNFHRREPEEPVVIPPPPIATAALEY QPH
HRHHPPPPPPPLPRGDHSSPNSPSPPPISSAY YPASAPHMLLALSAGFSGEKNHNPISSPVVNTTNCNGRKRFRTKFTPDQKVKMLEFAERVGWKMQKRDEDLVRSFCNQIGIEKGVLKVWMHNNKNTFGKKLDQHHL
ADININNNGNSTNVVNGFCIVSRNNNSHHHNSTDSAEFHHL HHHESSNDDNKISDHIKSVGTANVVVATNGSSSSS
MKKVLRKSSNDSSHNSTNSSTFTVRTVRYVECQKNHSASVGGYVIDGCREFMPGETSGAALTCAACGCHRNFHRKEVETDVASDYMMHFAPNKSYFNLVTEPVKEAVLLEGSLIGQDKVRPVEEWGRKANVKKVS
VKSMNVLKPHSRLFFEFHHFLFVPD
MELPIQEEEMPMPINSTYVGGGEGHGHGHIIHHDPTPYPNNTNHIIPSSFMPSGEEGTIEALICSACNCHRNFHRKEMEGEQQLLQLPPSSCDYYNLNRGGKKVYLGHSHNHHKGLLGPEPFGTIIPSRAAAPHHHQMIM
SYNNMGSLPSESEEHEDINGGGGVMAMAMARPLHHHNQIVKKRFRTKFTQEQKEKMFNFAEKVGWKIQKQEETVVQQFCQEL GIKRRVLKVWMHNNKHSLAKKNSNSTIPQNQV
MALAGEDKEMRMQGSLGYHSLDQGNQHHHQPNNNNLQPQQDNEKSSSGGTGAAPPVVVPYSSGGSTNNKFKITSRARYRECLKNHAASIGGNVTDGCGEFMPSGEEGTLEALKCAACNCHRNFHRKEQPNVDNN
NAGIMVVHPLQLPQPLPSPLPSMNHHHQHGRSVWSTMPPQPVKMAFGGSGGGGSGATDSSSEELNFNTYQQATSVPPQPQPPFMLAKKRFRTKFTQDQKEKMLEFAEKLGWRIPREDDTEVQRFCSQVGVKRQVFK
VWMHNNKNPSAKKNPQEEP

MASNSSSTPTEMTIRY GECLKNHSKKHGHY LFDGCREFVKSGEDGTKGSYVCANCGCIRSFHRMNNQPLHRHQAIRLCFFHHCVIPNGMQPIFHPENETQVSVSATSLPVTIISDPESVSVQENVSCVMTPPMLPLLPLF
PKDEMGPVPVPLPLFPETPSSGTFGLLKGKQDMDMD

MATNNKHFLVKYGECKHNYAASAMGY ALDGCGEFCPNGIPESLICAACHCHRSFHRKMEMEIPVLSKSHHNHGTSLVIVVPPTPSQQQSRIHPRQTYDKNNGAETTEMGGGEIEVVEQINTKGKRINSEQKERVKAF
AEKIGWRWTKYNEEVKPFCAEIGITPYFLKNWIDNNRRRFGPKKTI
MANNNMLRANQAARANNNRPMISPAVYGECIRNRLTGAMTYDTDGCLAFAPGSTQALRCQTCGCSRTFHRRLDTGNLPPPVASHQIYDDTRLVYSTPPVFAAPSSTIIPPPPLPLPTQPDAPAADAHMENSNANANSL
AESFRVTAVENTSTGSVNVQCVHQPVAVTRGSVKGKEVMDAEIAKTFTSLPPLPPRRQRSKSPAYSGKRKSTISSSDVVSEIMKDKVWLLTEELEWLNMKNKEEEDKKNNTNKQLEETNSNVSRRKPIVDHTIERWM
NNRAEVLKTMNHQFLVIATTLTARRELGDQSSCFGTSNTELENDESSSDSDS
MEVPNEEGEMAMPINSTYGHEHMIYHDTAPQNNHIITPPQIVTSKNGPPISTSTLETSDNVVPYKKMVKYKECLKNHAAAMGGNATDGCGEFMPSGEEGTFEFLTCSVCNCHRNFHRKETEGELIRKVYVGHPHKAF
VYPASRAAPYQMIMSYNNHLGSFPYIEQEDGIINGGCGVMARPLNY QQLVKKRFRTKFSQEQKEKMLNFAEKIGWKMQKQEDAMVQQFCQEVGVKRRVLKVWMHNNKHSLAKKNSNDINLQSQI
MEIPSQEEEMPMPINSTYVGGGGGHGHGHIIHHDPTPVPNNTNHIIPSSNHAAAMGGNATDGCGEFMPSGEEGTIEALICSACNCHRNFHRKEIEGEQQLLQLQPPPSSCDY YNLNRGGKKVYLGHSHNHHKSLLGPEQ
YGTIIPSRATAPHHHQMIMSYNNMGSLPSESEEHEDINGGGGYMAMAMARPLHHHNQMVKKRFRTKFTQEQKEKMFNFAEKVGWKIQKQEETVVQQFCQELGIKRRVLKVWMHNNKHNLAKKNSNVTIPQNQV
MEFDEEHEDQEEEIANIPQIPTTENNYQELGEGGPISQAAATLRKNNVPIPRYRECLKNHAVGIGGQAVDGCGEFLPSGEEGTLDALKCAACNCHRNFHRKEVEGEILNFHHPTPPPPILHHPPHHYPYRYHQRPLALPSI
SSREDIEEYVSNPSSSGGSGSRKRFRTKFTQDQKEKMFAFAEGLGWRIQKENEAAVQQFCAETNIRRQVFKVWMRNNKNTLGKKP

MVGKFFKRKPKMTAIRASFSAKYPLKGQVKVVSYDSLHVFLDFTNEDDYVAVLFKERIIVAGAQMECAGKLLVDNFLLSSKKTKMKPDNHTAKEEGRDETLGIMELDKKEHIGGQNEYGKAAPKNTHIEDGLYISDS



NtZF-HD21

NtZF-HD22

NtZF-HD23

NtZF-HD24

NtZF-HD25

NtZF-HD26

NtZF-HD27

NtZF-HD28

Nitab4.5_0002025g0010.1

Nitab4.5_0001960g0020.1

Nitab4.5_0002698g0010.1

Nitab4.5_0002698g0080.1

Nitab4.5_0002698g0100.1

Nitab4.5_001825090010.1

Nitab4.5_0004308g0050.1

Nitab4.5_000883890010.1

VDCVPEATHSDSEERVASPVNCSTETSEIHASAETSCSGSIGLSFASDGIAERIPSDMDDSSSMCSTESVSFRETYSNHNSQKSY GRGWKY GSKSTSTAADLACATLNQPLDALTIGECHEDRKSKPLIQVQYSTYRGRQ
AITFPETTVKALSPILSLIGNFFQRKPRIKEIRADFIAKNPLKGQVKITHYTSQQVSLDFTNEADYDTVLSKKTLIVAGAVMQISWWSRDIHHEVVSALNPVLGKQEQKAMDKERGVMELQKTERDELIGGENEYKTEA
AEAVLEKPDILEEVSDVSNSLHVVPEVAHPDFGDSDASPVNCDTGTSKMHPSIGTTCCRLSGLSAPQNMIDGTSPYVMNVNSSTCSTYTIPPVVTTGLSSNHKDQSKSTSDVADSASKAHSQLLDDLPDARQQVLKKE
VAISHRSELTEADREKPSLEMPSVSSPRNPPRSIGSAIQSMSKLKVSVKNDLISVKRSISDNFNLTQKSVPLFNSAETAVLLNADPHKALEPKDMENPLYQSVAITSENFLSHQVTAPATAEKPMAVEAPFPALAKRWIST
PLLSSITSSIRIKDMHLDREPNMTLGPTQLQPPSTTSVRDTTSSIRY GECLKNHAASMGGHAVDGCGEFMPSEGQGTPGALKCAACNCHRNFHKKEIVNHRQMAGVGSHIEPRNNSSSGY IHNQAPISQQYQHNSVFTL
QIHILNYLYRSLARYVFHRAWKE
MEFDEEHEDQEDEIANISQIPATTENNYQEFGEGGPISQAAATLRKNNVPSPRYRECLKNHAVGIGGQAVDGCGEFLPAGEEGTLDALKCAACNCHRNFHRKEVEGEILNFHHT TPPPILHHPAHHYPYRYLQRPLALP
SVSSREDIEDYVSNPTSSGGGGSGSRKRFRTKFTQDQKEKMFAFAEGLGWRIQKENDAAVQQFCAETNIRRQVFKVWMHNNKHTLGKKP
MEHTGQDKDMGMPNCIGFNSSHLNQQESTPFAAAKLPTAPIVSSLPDRTRNEQISHGNTIFSPNQTLDHQHNLTPNSDPDPTIIAAQLRQQSTTSASDRNSSIRYKECLKNHAASLGGHVLDGCGEFMPSGEEGTPEYLK
CAACDCHRNFHRKETEDELQTAGVYRNNSNSHRVHIQTPPSLPVPPQQQHHHKYSHNYSRGPMPPVMMNFGGNTGVPAESSSEDLNMFHSNAGGQGVIQPCAFSVSKKRFRTKFTQQQKEKMQEFAEKLEWRIQK
QDEQEVQQFCNEVGVKRQVFKVFMHNCKQAIKRKQT

MASNSSSTPIRY GECLKNHSKRHGYYLFDGCREFVKSGEDGTKGSYICANCGCIRSFHRMNNLPLHRHQAIRLCFFHHCVIPNGMQPIFHPFMTTAGESTQVSVSAASLPVTIISNPESVSVQENVPYVMTPPMLPLLPLF
PKDEMGPVPLPLPLFPETPSSAEQN
MASNSKHFLVKQKYYECKHNYAASTMGYALDGCREFCPNGAPESLICAPCLCHRSFHRKMEVELPILSNTHHRHGTSLVIVVPPTPTSQQRSRIHPHQKYDENNNVAATSPPQGAETTEMGGGEIEVVEQMSIKRKRI
NSEQKERVKAFAEKIGWRRWTKYNKEVKTFCAEIGITPYFLKNWIDNNRRRFGPKKTI

MANNNMLRANQAARANNNRPMISPAVY GECIRSRLTGAMTYDTDGCLAFAPGGPPGSTEALCCQTCGCSRSFHRRLDTSNLLPVASHQIYDDTRLVY SPPVFTAPSSTIIPPPPPPPRTQPDAPAADVNMEFSNANANS
LAESFRVTAVENISTGSVNLQCVHSPVSATRGSVKGKEVMDAEIAKTFAKLPPLPPRQQRSKSPAVSGKRKSTVSSSDVVSEIMKDKVWLLTEELEWLNMKNKEEEDKKNNNKQLEETNSNEARRKPIVDHTIDRLMS
NRAEVLKTMNHQFLVIATTLTARRELGDQSPCSGTSNSTESENDESSSDSDSDS
MEHTGQDKDMGMPNSIGFNSSHLNQQESTPFAAAKLPTAPIVSSLPDRTRNEQISHGNTIFSPNQTLDHQHNLTQNSDPDPTVIAVQLRQQSTTSASDKNSSVRYKECLKNHAASMGGHYLDGCGEFMPSGEEGTPEY
LKCAACDCHRNFHRKETEDESQTAGVHRNNSNSHRIHAQIPPSLPAPPQQQHYHKYTHGYSRGPMPPVMMNFGGNSGVPAESSSEDLNMFNSNAGGQGVIQPCTFSASKKRFRTKFTQQQKEKMQEFAEKLGWRIQ

KQDEQEVQQFCNEVGVKRQVFKVFMHNCKQAIKRKQT

MDLTNNTSTTTTTTPTLTNTTTITTTSAHIKTPEAEIETPTQIQKPKPFSFSNGVLKRKNLFQHHHPVVVIYKECLKNHAASLGGHAVDGCGEFMPSPTANPADPTSLKCAACGCHRNFHRREPEEPVVIPPPPIATAALE
YQPHHRHHPPPPPPPLPRGDHSSPNSPSPPPISSAYYPASAPHMLLALSAGFSGEKNHNPISSPVVNTTNSNGRKRFRTKFTPDQKVKMLEFAERVGWKMQKRDEDLVRSFCNEIGVEKGVLKVWMHNNKNTFGKKL
DQHHLADININNNGNSTNVVNGFCIVSRNNNSHHHNSTDSAEFHLHHHESSNDDNKIIDHIKSVSTANVVVGTNGSSSSS

MKKVLRKSSKDSSNNSTNSSSSFTVRTVRYVECQKNHAASVGGYVVDGCREFMPGATAGAALTCAACGCHRNFHRKEVETVKKAMLLERPWIDQDKVRPVEVWGRKTDVNKVTVKSMNSLKPHSRLFFEFHHFL

FVPD



SIZF-HD1

SIZF-HD2

SIZF-HD3

SIZF-HD4

SIZF-HD5

SIZF-HD6

SIZF-HD7

SIZF-HD8

SIZF-HD9

SIZF-HD10

SIZF-HD11

SIZF-HD12

SIZF-HD13

Solyc01g014970

Solyc019102980

Solyc019g103810

Solyc01g103820.1

Solyc019103830

Solyc019103840

Solyc02g067310

Solyc02g067320

Solyc02g067330

Solyc02g085160

Solyc02g087970

Solyc03g061620

Solyc03g098060

MANMLRANQGARAICKPKDLIVYRDCNHSVLPSVSVVDSCQAFASGGPIGSMESFQCQFCHCHQNVHRWLDVNNHQIAPPPAQQQTVTQRDVKPEVSSNTTNANRLGRINAQIFDSLAVSIELAESIMARATENWVN
CNNKDVGNKSKKSWDEHVAEEYEKEQPQILANQLELTLNMRSQNGKNKKIKKDEDEKPDGFELYIKTKSKAIKKLQIAQAENNVFGQSYYPN

MELPSQDHEDMPIPINSTYGHLIHHDPTPPNNTNHIIPPSMNGPPIDAPPVATAADHHVPFKKIVRYKECLKNHAASMGGNATDGCGEFMPSGEEGTIEALICSACNCHRNFHRKEVEGDQQQLASSCDCFHHVNNRVL
GGGSTKKVYLGHNHHKTSLGPEPFGTIIPTRPPHHQMIMSYNMGSLPNSESEEHDIQDHHHIGGIMGMARPLHHVKKRFRTKFTQEQKDKMLNFAEKYGWKIQKQEEGVVQQFCQEVGVKRRVLKVWMHNNKHSL

AKKNITTNIPNENQLP

MASNSSSNPNGDITIKYGICLKNHATKFGDYSVDGCREFVKKGDDGTKEAFICANCGCFRDFHRMNSQSLFRLAIHRSRFIHPHVMPHGGGNAPINFHPFMARVMSVQYIRRPVFY

MASNSSSNSNDDMTIKYGICLKNHATKFGDYSVDGCREFVKKGDDGTKEEFICANCGCFRGFHRMNSQSLFRPPILRSCFIHAHVITHGGGHTG
MASNNKKYFLVKYLECRHNYAARSNGYVLDGCGEFCPTGALETLESFICAACHCHRNFHRKVEVELEDGVESPIISINHPSRGTPLVIIDDPPLQYTVKSRAQFCETSKKNNIDVETKMKRDIGEIKVRKLKRKYNASSS

KRMRLNPYQRERIWIFANEIMRWKWTKSNEQVIPFCDEIGIAPKFLKNWINNTKSRTRPLAKNGHVRNKK

MASNNNKHFLVKYLECRHNYAARSNGYVLDGYGEFCPTGAPETLEFFICAAWHCHQNFHKKVEVEVENKVESPVISINPSHGTC
MELTNNNNTTISTITTTTTVKTPEAEIETPTQIQKLKPFPFSNGVLKRKSSFNHNNHHHPVVVIYRECLKNHAASLGGHAVDGCGEFLPSPAANPSDPTSLKCAACGCHRNFHRREPEEPVVIPPPPIATAVLEYQPHHRH
HPPHPPPPLQGEHSSPNSPSPPPISSAYYPASAPHMLLALSAGFSGEKNQNPTSAPLGHSNGRKRFRTKFTPDQKVKMQEFAERVGWKMQKRDEDLVSNFCNEIGVEKGVLKVWMHNNKNTFGKKSDQPNSGSGDGD
NDNDDNHHQNATSA
MELNINTNTTAAITTVKTPELAETETPSRIQQPKPFSFSNGVLKRKNHHHPVVVVYKECLKNHAANLGTHAVDGCGEFLPIPAANPADPTSLKCAACGCHRNFHRREPEEPPPIATAAIEY QPHHRHHPPPPRGDHGSPN
SPSPPPISSAYYPASAPHMLLALSAGFSGEKNQNLPTSTTPMAVANSNGRKRFRTKFTPDQKIKMLEFAEKVEWKMQKRDEDLVNNFCNEIGVEKGVLKVWMHNNKTTSISGKKLDQPNTDNGHNHQNGNSNYTVN

GFCIVDRNNTTHHHDNTDSEFHIHHESSMNDDNKKENSSFGANNVVVTNGSSSSS

MRKIQLFENQDDESVTSESSTNSAFTVRIVRYKECQKNHAARVGGHAVDGCREFMPSGEEGTSSAFICAACGCHRNFHRREVETEVASHSLSSSSSSSCVLF
MEHRGQEKDMGLPNPNPMSYNPSQLNQQESSSSAANKFLTAPNRTTNEHENTIFSPNQTLDQHNITQNSDPDPVRQLSTSSASERNITPVRYKECLKNHAANLGGYVLDGCGEFMPSGEEETLEYLKCAACDCHRNFH
RKETEDESQTPGVHRNNHRIPNQTPPSLPAVPTQQQHHHKYPHSYPRGHMAPVMMSFGGNTGVAAESSSEDLNMFHGGQGVIQPCNFSASKKRFRTKFSQQQKDRMLEFAEKLGWRIQKQDEQEVHQFCNEVGVK

RQVFKVWMHNSKQATKKKQN

MKKVLRRNDYSRNSTNSSFTMRRVRYVECQRNHAASVGGYVIDGCREYMPEGTTSGTLNCAACGCHRNFHRREVETDVASECTSASSTTK

MTKRHEDDEENDGSLHTSITIRTVRYRECQRNHAAGVGGYAVDGCREFMPSGEEGTPGALSCAACGCHRNFRRREVETEVASNCSSPS

MQGDKSNDIYRECLRNHAASLGSYATDGCGEFTLDDTNTSPGGSTSLNCAACGCHRNFHRKFSCGGSYSNNSSRDDREIAAHDYRLATTEESPAVSERSGKKRFRTKFTGDQKEKMLAFAEKLGWTLQRKDEENET


https://solgenomics.net/feature/17702535/details

SIZF-HD14

SIZF-HD15

SIZF-HD16

SIZF-HD17

SIZF-HD18

SIZF-HD19

SIZF-HD20

SIZF-HD21

SIZF-HD22

AtZF-HD1

Solyc03g116070

Solyc04g014260

Solyc04g074990

Solyc04g080490

Solyc05g007580

Solyc059g018740

Solyc05g020000

Solyc059g051420

Solyc09g089550

AT5G65410.1

ERFCREIGVSRKVFKVWMHNHKNNSSSVSSTVTGNNASSLTQ

MMKKRQVVVRRISSGSSTIRNVRYVECQRNHAANIGGYAVDGCREFMATGDDGTAALTCAACGCHRNFHRREVDGGEVVSESS

MEFEDQQKQRDEEIAAAPRHNDSLDNSDLTTKMPPSPQLELEPLTAVQLWTNNKPKYKECLKNHAVGIGGHAVDGCGEFLPAGEDGSIDSLKCAACNCHRNFHRKIAPPPIAAAAAGVGGEPVPFVYHSHNQLPTYY
RTLPPPCGYLQYHVAPNQRPLALPSTSGGYREDQEDISHPNYSGGSKKRFRTKFSQVQKDKMQELADKLGWRIQREDEELVQQLCNETGITRQVFKVWMHNNKHTLGKKP
MEFDDDQEEQEQEIGAVGAENYVTTGNNSGREEGISTSSIGRKSNVRYRECLKNHAVGIGGHALDGCGEFMPAGEEGTMDALKCAACNCHRNFHRKEAEERLGWRMQKQDEALVQQFCAETNVKRHVFKVWMH
NNKHTLGKKP
MALGGGNEEKEMRISGFQNIDLVSPGGAAPDDIVSAAPHNNSTTGSNKLNKGTSTVRGRYRECLKNHAANIGGNVTDGCGEFMPSGEEGTLEALKCAACNCHRNFHRKEIPNNVGAGVGGGVGGDNNNNAGIMVV
HPLQLPQPLPSPIPSLNHHHHHHHQHGGRSIWTTMPPQPVKMAFGGSGGGSGATDSSSEELNFNTYHHQQATSVPPQQPFMLAKKRFRTKFSQEQKEKMLEFAEKLGWRIPREDDAEVQRFCSQVGVKRQVFKVWM
HNNKNPSSAKKNIIQEDQP
MELTYSINPTPTPSSTKTPDSEVDTPPLIKPLSFTNGNNHHSHHNQSPPCTAVIYKECLKNHAASIGGHAVDGCGEFMPSPESTPSDPISLKCAACGCHRNFHRREPSDDSSPPAHFIDFRRHIFPPIKRFSPSPTPSPSLSPSL
SPPPLPSLFQPQPVTPTGLKSENPNGRKRFRTKFTAEQKEKMHSFSEKLGWKLQKCDEAAVDEFCNEIGVGKGVLRVWMHNNKNTFGKKDYQISNNSSRDHSFENKNGFNINGTASSNEEEDQHRNNNNDNSTTSNC

ELHLHISTNASSSSS

MSNNSSSNPSGDMTIKY GICLKNHATNFGDYSVDGCREFVKRGDDGTKEAYICANCGCLRSFHRMNSHSLYHPPILRSRFLHPHIHPHGRENAPIISHPFMSRFVLVQY IRRPVFYNHP

MTNSSNSNPSGDMTIKYGIYLKNHATNFGDYSVDGCREFVKKGYGGTKEAYICANCGCLRRFHRMNSHSLYPPPILRSHFFHLHVHPHGGENAPIISHPFMSQFVSIQYIRRPVFYNYR
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