Supplementary materials

Table S1. Characteristics of amplified fragment length polymorphism (AFLP) primers used to assess
the genetic diversity of bilberry (Vaccinium myrtillus) accessions

AFLP primer pair Pr’ime’:rs’ sequence Number of AFLP products Range of product size
(5-3) Monomorphic | Polymorphic (bp)

PSLCCIMse-CC | anSLOCSTACATECAGEE! | 69 29 100 — 700
PSTTMse-CC | anCTOCSTACAIECACTT | 61 6 200 - 600
PSLGCIMse-TA | onSTOCSTACATECACEC | 79 14 50 — 500
PSt-CGIMse-AG | SRSLGECTACATECACCOS 1 35 27 100 - 800
PSCCIMse-GG | SRS LaCCTACATCCACTST | 4g 21 200 - 900
PtAT/Mse-AT | SACTOCSTACATECACAT | o8 50 150 — 700
PSLAT/Mse TC | GnCTOCSTACATECACAT | o8 4 50 — 800
PSLACIMSE-AC | anC OCSTACAIECACACT | 44 39 100 — 750
PStTC/IMseTC | oS TOCSTACATECACTE | 104 11 150 — 800
Pst-AAMse-AC | SRCTCCCTACATECACRA | o2 3 150 - 800

Table S2. The similarity index matrix of bilberry accessions based on AFLP markers
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Table S3. The genetic distance index matrix of bilberry accessions based on AFLP markers
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Figure S1. Polymorphism of AFLP products generated by primers selected to assess genetic diversity
of bilberry accessions



