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Figure S1. Heat map of amino acids in the preharvest MeJA and SA treated and control fruit of ‘Kumato’ tomato cultivar
at two maturity stages. Three replicates were analyzed using three fruit for each replicate. The data were standardized for
heat map. CS1, CS2, MeJAS1, MeJAS2, SAS1, and SAS2 represent control, preharvest MeJA and SA treatments at stages 1

and 2, respectively.
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Figure 52. GABA content of ‘Kumato’ tomato cultivar in the control and treatment (0.25 mM MeJA and 0.5 mM SA) groups at two
maturity stages. The bars with different letters indicate a significant difference (p<0.05) between cultivars. The vertical bars repre-

sent the standard error of the means (n=5). CS1, CS2, MeJAS1, MeJAS2, SAS1, and SAS2 represent control, preharvest MeJA and SA

treatments at S1 and S2 maturity stages, respectively.



