	Gene
	log2 FC
(Nod/NN)
	log2 FC
(4d. AM/Cl)
	log2 FC
(28d. AM/C)

	Root DEGs
	
	
	

	Lj5g3v1749310.1
	5.74
	0.92
	1.13

	Lj0g3v0112059.1

	5.28
	0.28
	1.37

	Lj5g3v0780660.1

	5.10
	1.07
	2.31

	Lj3g3v0538480.1

	4.83
	0.52
	1.44

	Lj4g3v0336320.1

	4.67
	-0.16
	1.54

	Lj0g3v0325609.1

	4.59
	2.60
	-3.14

	Lj2g3v1389210.1

	4.17
	0.03
	2.84

	Lj0g3v0068869.1

	4.13
	-0.10
	1.31

	Lj3g3v3338170.1 

	-4.66
	1.38
	-1.02

	Lj0g3v0006719.1

	-3.96
	0.31
	-1.02

	Lj5g3v2099760.1

	-3.71
	0.38
	1.46

	Lj0g3v0105499.1

	-3.27
	-1.37
	-1.55

	Lj1g3v4918590.1

	-3.24
	0.28
	-1.03

	Shoot DEG
	
	
	

	Lj5g3v1749310.1

	4.44
	0.92
	1.13

	Lj2g3v0635030.1

	4.40
	0.32
	1.29

	Lj4g3v0353440.1

	-5.93
	1.38
	-1.02

	Lj1g3v4918590.1

	-3.41
	0.28
	-1.03



[bookmark: _GoBack]Supplemental Table 11. Genes modulated both by rhizobial and AM symbioses. The log2 values of fold change in the comparisons Nod/NN; 4 days of inoculation with AM fungi / noninoculated control or 28 days of inoculation with AM fungi / noninoculated control are presented.  In bold are highlighted changes of at least two folds (in the log2 scale that is more than 1.0 for upregulated genes and less than -1.0 for downregulated genes).
