Table S4. Tandem repeats information in P. ginseng mitogenome

No. SSR type SSR motif Size  Start End

1 pl (A5 15 7289 7,303
2  p9 (TCTCAGGTT)2 18 43372 43,389
3 pl0 (TTTCCACAAG)2 20 46508 46,527
4 pl (A0 10 50744 50,753
5 pl (Al 11 79962 79,972
6 p9 (GGTCCACTT)2 18 81,289 81,306
7 pl (D10 10 118,097 118,106
8 p5 (TAAAG)S 25 129,190 129,214
9 p9 (CAGCTCTGT)2 18 157,505 157,522

10 pl (O)10 10 199,870 199,879

11 pl (G 11 219531 219,541

12 p9 (TCTTTCTTA)2 18 232,815 232,832

13  p7 (CTACATC)3 21 234,620 234,640

14 p9 (TAGAGGGTT)2 18 236,290 236,307

15  pl  (A)I0 10 247,071 247,080

16 p9 (GGCGAAAGA)2 18 258569 258,586

17 pl (D10 10 265743 265,752

18 p9 (ATCCAATAA)Z 18 266,155 266,172

19  p9 (AAATGTTCC)2 18 266,480 266,497

20 p3  (ATT)5 15 282,256 282,270

21  p9 (AAGAACTAA)2 18 306373 306,390

22 pl0 (ATATATATAG)2 20 315620 315,639

23 p3  (TAG)5 15 327,831 327,845

24 p3  (CAT) 15 335422 335436

25 p2  (AT)6 12 358880 358,891

26  p3  (GAT)5 15 373,008 373,022

27 p9 (AAGAACTAA)2 18 377,745 377,762
28 pl0 (ATATATATAG)2 20 386,992 387,011

29  pl (A5 15 390,197 390,211
30 pl0 (ATATAAAATA)2 20 394,822 394,841
31 pl (A0 10 404,598 404,607
32 p3 (CTT)5 15 422,142 422,156
33 pl (A0 10 434,619 434628
3  pl (IO 10 436,403 436,412
35 p9 (TTTCTCTTG)2 18 437240 437,257
36 pl (T)I0 10 438,054 438,063
37 pl (D1 11 439,065 439,075
38 pl (DO 10 440,495 440,504
39 pl  (T)I0 10 441,408 441,417
40 p2  (TA)Y? 14 441,870 441,883
41 pl (A0 10 448562 448571
2 pl (D)0 10 463,381 463,390

SSR, simple sequence repeat



