Table S3. Gene annotation summary for P. ginseng mitogenome

Gene name Product Start (bp) End (bp) Strand
trnE-UUC tRNA-Glu 2,646 2,717 F
atp4 ATPase subunit 4 24,669 25,247 R
nad4L NADH dehydrogenase subunit 4L 25434 25,736 R
atpl ATPase subunit 1 46,559 48,069 R
rrnbd 5S ribosomal RNA 56,959 57,071 R
rrml8 18S ribosomal RNA 57,205 59,140 R
trnK-UUU tRNA-Lys 59,973 60,045 R
ccmB cytochrome c biogenesis B 62,547 63,167 F
rpl10 ribosomal protein L10 63,448 63,936 R
trnQ-UUG tRNA-GIn 66,306 66,377 R
sdh3 succinate dehydrogenase subunit 3 74150 74,476 F
nad2 NADH dehydrogenase subunit 2 74,880 75,032 F
nad?2 NADH dehydrogenase subunit 2 76,057 76,448 F
rpl16 ribosomal protein L16 85,700 86,215 EF
cob apocytochrome b 92,985 94,166 R
trnK-CUU tRNA-Lys 97,144 97,215 F
trnM-CAU tRNA-Met 119,148 119,224 F
nad7 NADH dehydrogenase subunit 7 121,125 121,267 F
nad7 NADH dehydrogenase subunit 7 122,167 122,235 F
nad7 NADH dehydrogenase subunit 7 123,569 124,034 F
nad7 NADH dehydrogenase subunit 7 125,088 125,331 F
nad7 NADH dehydrogenase subunit 7 127,130 127,392 F
trnM-CAU tRNA-Met 142,269 142,342 F
trnH-GUG tRNA-His 145,706 145,779 F
nadl NADH dehydrogenase subunit 1 146,371 146,453 F
nadl NADH dehydrogenase subunit 1 147,661 147,852 F
cox2 cytochrome c oxidase subunit 2 169,883 170,334 R
ccmFe cytochrome c biogenesis FC 186,430 187,196 F
cemFe cytochrome c biogenesis FC 187,993 188,572 F
nad9 NADH dehydrogenase subunit 9 195,318 195,890 F
trnY-GUA tRNA-Tyr 196,590 196,672 F
nad? NADH dehydrogenase subunit 2 197,191 197,351 F
nad?2 NADH dehydrogenase subunit 2 199,908 200,479 F
nad? NADH dehydrogenase subunit 2 201,977 202,165 F
trnS-GCU tRNA-Ser 215,124 215,211 F
trnF-GAA tRNA-Phe 215,581 215,654 F
trnP-UGG tRNA-Pro 215,893 215,967 F
trnM-CAU tRNA-Met 217,608 217,680 F
trnl-GAU tRNA-Ile 217,847 217,934 F
trnA-UGC tRNA-Ala 218,928 218,964 F
trnA-UGC tRNA-Ala 219,773 219,808 F
trnR-ACG tRNA-Arg 223,579 223,652 F
trnN-GUU tRNA-Asn 224,241 224,312 R
cob apocytochrome b 231,372 232,553 R
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