Table S6. SNP information in P. ginseng mitogenome

Reference (KF735063.1) cv. Gumpoong (GenBank no.)

No. — — Location
Genotype Position Genotype Position

1 C 1 - 0 start~tRNA-Glu(TTC)

2 A 286 C 285 start~tRNA-Glu(TTC)

3 G 7,331 A 7,333 tRNA-Glu(TTC)~atp4

4 C 7,336 A 7,338 tRNA-Glu(TTC)~atp4

5 G 7,339 C 7,341 tRNA-Glu(TTC)~atp4

6 T 7,341 A 7,343 tRNA-Glu(TTC)~atp4

7 G 7,351 A 7,353 tRNA-Glu(TTC)~atp4

8 A 7,354 G 7,356 tRNA-Glu(TTC)~atp4

9 G 7,357 A 7,359 tRNA-Glu(TTC)~atp4

10 C 7,384 T 7,386 tRNA-Glu(TTC)~atp4

11 C 7,388 G 7,390 tRNA-Glu(TTC)~atp4

12 C 7,411 T 7,413 tRNA-Glu(TTC)~atp4

13 G 7,420 A 7,422 tRNA-Glu(TTC)~atp4

14 C 7,459 T 7,461 tRNA-Glu(TTC)~atp4

15 A 7,480 G 7,482 tRNA-Glu(TTC)~atp4

16 G 7,503 A 7,505 tRNA-Glu(TTC)~atp4

17 T 9,734 G 9,736 tRNA-Glu(TTC)~atp4

18 G 22,629 T 22,631 tRNA-Glu(TTC)~atp4

19 G 31,368 T 31,370 atp4~rrnd

20 C 40,915 A 40,917 atp4~rrnb5

21 G 73,831 T 73,834 tRNA-GIn(TTG)~sdh3

22 T 82,301 C 82,304 orf134~rpll6

23 T 82,912 G 82,900 orf134~rpll6

24 A 83,267 C 83,255 orf134~rpll6

25 A 83,586 C 83,574 orfl34~rpll6

26 A 99,154 C 99,138 tRNA-Lys(CTT)~tRNA-Met(CAT)
27 G 99,223 T 99,207 tRNA-Lys(CTT)~tRNA-Met(CAT)
28 G 99,226 T 99,210 tRNA-Lys(CTT)~tRNA-Met(CAT)
29 C 99,235 A 99,219 tRNA-Lys(CTT)~tRNA-Met(CAT)
30 C 99,661 G 99,645 tRNA-Lys(CTT)~tRNA-Met(CAT)
31 A 100,175 C 100,159 tRNA-Lys(CTT)~tRNA-Met(CAT)
32 T 100,392 G 100,376 tRNA-Lys(CTT)~tRNA-Met(CAT)
33 G 100,507 T 100,491 tRNA-Lys(CTT)~tRNA-Met(CAT)
34 T 100,510 G 100,494 tRNA-Lys(CTT)~tRNA-Met(CAT)
35 G 100,568 C 100,552 tRNA-Lys(CTT)~tRNA-Met(CAT)
36 T 100,727 A 100,704 tRNA-Lys(CTT)~tRNA-Met(CAT)
37 C 100,731 T 100,708 tRNA-Lys(CTT)~tRNA-Met(CAT)
38 T 124,805 G 124,782 orfl09~tRNA-Met(CAT)

39 A 139,806 C 139,786 orfl09~tRNA-Met(CAT)

40 A 145,832 T 145,812 tRNA-His(GTG)~orf142

41 T 151,852 A 151,829 orfl42~ccmFc

42 A 151,884 G 151,840 orfl42~ccmFc

43 C 151,899 T 151,849 orfl42~ccmFc
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151,947
151,966
151,968
184,766
194,866
203,192
203,714
203,719
203,982
204,095
204,272
204,910
205,135
206,022
224,325
232,792
232,897
232,992
233,125
233,480
233,484
234,277
234,719
235,735
251,771
262,162
262,380
262,391
262,689
263,144
263,153
263,204
263,404
263,408
263,843
263,925
264,212
264,249
264,351
264,546
265,285
265,369
266,234
266,852
266,970
267,241

nNOoOnNONrPA000O0>>0>P000>00>P0000002@2>0AAAA00>00000A000

151,871
151,888
151,890
184,778
194,878
203,205
203,727
203,732
203,995
204,108
204,285
204,923
205,148
206,035
224,325
232,792
232,897
232,992
233,125
233,480
233,484
234,277
234,719
235,735
251,769
262,161
262,379
262,390
262,688
263,143
263,152
263,203
263,403
263,407
263,842
263,939
264,226
264,263
264,365
264,560
265,290
265,374
266,240
266,858
266,976
267,247

orfl42~ccmFc
orfl42~ccmFc
orfl42~ccmFc
orfl42~ccmFc
ccmFc~nad9
0rf214~tRNA-Ser(GCT)
0rf214~tRNA-Ser(GCT)
0rf214~tRNA-Ser(GCT)
0rf214~tRNA-Ser(GCT)
0rf214~tRNA-Ser(GCT)
0rf214~tRNA-Ser(GCT)
0rf214~tRNA-Ser(GCT)
0rf214~tRNA-Ser(GCT)
orf214~tRNA-Ser(GCT)
tRNA-Asn(GTT)~cob2
cob2~psbA

cob2~psbA

cob2~psbA

cob2~psbA

psbA

psbA

psbA~matK

psbA~matK

matK

rps12~orfl75
orfl75~rpl23
orfl75~rpl23
orfl75~rpl23
orfl75~rpl23
orfl75~rpl23
orfl75~rpl23
orfl75~rpl23
orfl75~rpl23
orfl75~rpl23
orfl75~rpl23
orfl75~rpl23
orfl75~rpl23
orfl75~rpl23
orfl75~rpl23
orfl75~rpl23
orfl75~rpl23
orfl75~rpl23
orfl75~rpl23
orfl175~rpl23
orfl75~rpl23
orfl175~rpl23
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268,619
268,791
269,104
270,399
292,914
292,930
292,948
292,951
292,954
292,972
292,975
292,990
293,065
293,083
293,101
293,107
293,122
293,125
293,134
293,173
293,194
293,215
293,251
293,263
293,281
293,326
293,383
293,425
293,428
293,446
293,452
293,474
294,945
295,860
295,946
295,963
296,218
297,706
297,713
297,716
319,208
320,631
320,714
322,187
328,337
334,383
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268,644
268,816
269,129
270,424
292,939
292,955
292,973
292,976
292,979
292,997
293,000
293,015
293,090
293,108
293,126
293,132
293,147
293,150
293,159
293,198
293,219
293,240
293,276
293,288
293,306
293,351
293,408
293,450
293,453
293,471
293,477
293,499
294,977
295,892
295,978
295,995
296,250
297,738
297,745
297,748
319,240
320,663
320,746
322,219
328,368
334,414

orfl75~rpl23
orfl75~rpl23

rpl23
ccemC~tRNA-Ser(TGA)
cox3~tRNA-Val(GAC)
cox3~tRNA-Val(GAC)
cox3~tRNA-Val(GAC)
cox3~tRNA-Val(GAC)
cox3~tRNA-Val(GAC)
cox3~tRNA-Val(GAC)
cox3~tRNA-Val(GAC)
cox3~tRNA-Val(GAC)
cox3~tRNA-Val(GAC)
cox3~tRNA-Val(GAC)
cox3~tRNA-Val(GAC)
cox3~tRNA-Val(GAC)
cox3~tRNA-Val(GAC)
cox3~tRNA-Val(GAC)
cox3~tRNA-Val(GAC)
cox3~tRNA-Val(GAC)
cox3~tRNA-Val(GAC)
cox3~tRNA-Val(GAC)
cox3~tRNA-Val(GAC)
cox3~tRNA-Val(GAC)
cox3~tRNA-Val(GAC)
cox3~tRNA-Val(GAC)
cox3~tRNA-Val(GAC)
cox3~tRNA-Val(GAC)
cox3~tRNA-Val(GAC)
cox3~tRNA-Val(GAC)
cox3~tRNA-Val(GAC)
cox3~tRNA-Val(GAC)
tRNA-Val(GAC)~rps7
tRNA-Val(GAC)~rps7
tRNA-Val(GAC)~rps7
tRNA-Val(GAC)~rps7
tRNA-Val(GAC)~rps7
rps7~atp6

rps7~atpb

rps7~atp6

rps7~matR

rps7~matR

rps7~matR

rps7~matR

matR~atp8

matR~atp§
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357,718
393,430
393,482
393,785
394,128
394,209
394,231
394,264
394,268
394,271
394,565
394,949
395,226
395,236
395,498
395,745
395,750
395,752
395,885
396,202
396,206
396,253
396,613
397,424
397,631
397,781
397,791
397,996
435,415
435,864
435,985
435,992
436,234
436,405
437,227
437,234
437,783
438,088
438,245
438,658
438,689
438,697
439,084
439,111
439,124
439,169
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357,749
393,465
393,517
393,818
394,150
394,231
394,253
394,271
394,275
394,278
394,572
394,985
395,262
395,272
395,539
395,786
395,791
395,793
395,926
396,243
396,247
396,294
396,654
397,465
397,672
397,822
397,832
398,037
435,456
435,905
436,026
436,033
436,275
436,446
437,268
437,275
437,823
438,129
438,286
438,689
438,720
438,728
439,115
439,142
439,155
439,200

tRNA-Phe(AAA)~ccmFn
rpl10~tRNA-Asp(GTC)
rpl10~tRNA-Asp(GTC)
rpl10~tRNA-Asp(GTC)
rpl10~tRNA-Asp(GTC)
tRNA-Asp(GTC)
tRNA-Asp(GTC)~tRNA-Tyr(GTA)
tRNA-Asp(GTC)~tRNA-Tyr(GTA)
tRNA-Asp(GTC)~tRNA-Tyr(GTA)
tRNA-Asp(GTC)~tRNA-Tyr(GTA)
tRNA-GIu(TTC)~tRNA-Thr(GGT)
tRNA-GIu(TTC)~tRNA-Thr(GGT)
tRNA-GIu(TTC)~tRNA-Thr(GGT)
tRNA-Glu(TTC)~tRNA-Thr(GGT)
tRNA-Thr(GGT)~psbD
tRNA-Thr(GGT)~psbD
tRNA-Thr(GGT)~psbD
tRNA-Thr(GGT)~psbD
tRNA-Thr(GGT)~psbD

psbD

psbD

psbD

psbD

psbD~orf108b

psbD~orf108b

psbD~orf108b

psbD~orf108b

psbD~orf108b

atp9~petD

petD

petD

petD~rpoA

rpoA

rpoA

rpoA~rpsil

rpoA~rpsil

infA

rps8

rps8

rps8~rpl14

rpl14

rpl14

rpl14~rps3

rpl14~rps3

rpl14~rps3

rpl14~rps3
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439,570
439,687
439,758
439,803
439,850
439,896
440,318
440,568
440,800
441,317
441,391
442,126
442,298
442,608
442,674
442,964
444,597
451,647
459,379
459,472
459,486
459,762
459,901
459,967
460,153
462,903
463,209
463,281
463,664
463,820
463,841
464,282
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439,601
439,718
439,789
439,834
439,881
439,927
440,349
440,600
440,832
441,349
441,423
442,158
442,330
442,640
442,706
442,996
444,629
451,679
459,411
459,504
459,518
459,794
459,933
459,998
460,184
462,927
463,233
463,305
463,688
463,844
463,865
464,306

rpl14~rps3

rpl14~rps3

rpl14~rps3

rpl14~rps3

rpl14~rps3

rpl14~rps3

rpl14~rps3

rpl14~rps3

rps3

rpl22

rpl22
rpl22~tRNA-Gly(GCC)
rpl22~tRNA-Gly(GCC)
rpl22~tRNA-Gly(GCC)
rpl22~tRNA-Gly(GCC)
rpl22~tRNA-Gly(GCC)
rpl22~tRNA-Gly(GCC)
rpl22~tRNA-Gly(GCC)
orf144~tRNA-Met(CAT)_7
orf144~tRNA-Met(CAT)_7
orf144~tRNA-Met(CAT)_7
orf144~tRNA-Met(CAT)_7
orf144~tRNA-Met(CAT)_7
orf144~tRNA-Met(CAT)_7
orf144~tRNA-Met(CAT)_7
atpB

atpB

atpB

atpB~end

atpB~end

atpB~end

atpB~end

MTPT, Mitogenome sequences of plastid origin
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