Table S5. BLASTN results between P. ginseng mitogenome and chloroplast genome

Query Subject  Identity (%) Matched length (bp) Mismatch Gap Q. start
98.68 1,515 5 1 82211
98.721 1,642 13 1 99,072
99.63 1,892 7 0 203,191
99.771 6,556 0 1 217,778
99.771 6,556 0 1 217,778
99.704 3,722 1 232,779
98.452 6,910 26 11 261,514
98.452 6,910 26 11 261,514
99.458 1,106 6 0 268,333
Ginseng 99.458 1,106 6 0 268,333
cv. Gumpoong
. chloroplast 99.145 2,457 3 1 293,505
mitogenome - me 99.145 2,457 3 1 293,505
(MW025460) (KMO067388.1) 99.779 1,811 4 0 295934
99.779 1,811 4 0 295934
99.781 2,280 5 0 320,664
99.781 2,280 5 0 320,664
97.733 2,294 20 7 393,462
99.455 2,569 14 0 395714
99.7 2,671 8 0 435,038
99.171 5,309 31 4 437,698
99.538 865 4 0 442131
99.48 5,389 20 2 459,324




Q.end S.start S.end E-value Score

83,710 41,896 43,410 0 2,652
100,705 40,769 39,128 0 2870
205,082 46,317 44,426 0 3,381
224,318 103,679 110,234 0 11,765
224,318 138,807 132,252 0 11,765
236,498 104 3,825 0 6,661
268,343 95,270 88,362 0 12,003
268,343 147,216 154,124 0 12,003
269,438 87,157 88,262 0 1,968
269,438 155,329 154,224 0 1,968
295,943 102,882 100,426 0 4,349
295,943 139,604 142,060 0 4,349
297,744 100,311 98,501 0 3249
297,744 142,175 143,985 0 3249
322,943 96,199 98,478 0 4,090
322,943 146,287 144,008 0 4,090
395,728 31,496 33,784 0 3901
398,282 34,410 36,978 0 4,571
437,708 78,746 81,416 0 4,782
442,995 81,688 86,994 0 9370
442,995 156,356 155,492 0 1,543
464,704 52,464 57,852 0 9591




