Table S7. InDel information in P. ginseng mitogenome

Reference (KF735063.1)

cv. Gumpoong (GenBank no.)

No. Genotype Position Genotype Position
1 TGTAT 274 TAGTA 273
2 TGC 280 TTG 279
3T 7,289 TAAA 7,288
4G 58,596 GC 58,598
5 AGGAGCCGTT( 82,649 A 82,652
6 GAAA 83,713 G 83,701
7 CCAC 99,090 CTT 99,075
8 GGAGAAGAA 100,662 G 100,646
9G 100,723 GA 100,699
10 TT 132,015 TCAAC 131,992
11T 145,839 TA 145,819
12 ACTTT 148,203 A 148,184
13 TAGG 151,846 TCCC 151,823
14 ATTCA 151,853 ACCTT 151,830
15 AAAGAGTTAG 151,858 AT 151,835
16 CTC 151,885 CCT 151,841
17 TTAGCTG 151,889 T 151,845
18 TGCTT 151,903 TCTCG 151,853
19 GATA 151,909 GCCC 151,859
20 ACTAGCTAGT(C 151,915 AGCCC 151,865
21 GTA 151,949 GGG 151,873
22 AGT 151,953 AAA 151,877
23 GTT 151,957 GGC 151,881
24 TCG 151,961 T 151,885
25 A 154,168 ATCCGCTCG. 154,090
26 A 199,857 AC 199,869
27 A 219,517 AG 219,530
28 TATGAAAAAG 223,361 T 223,375
29 GAGAG 224,319 GGACTT 224,318
30 TCG 236,491 T 236,491
31T 259,160 TA 259,158
32 A 263,914 ACTAGCATC. 263,913
33 GATCGATGAT 264,576 G 264,590
34 G 265,737 GT 265,742
35 CTTTTG 267,933 C 267,939
36 C 268,315 CAATTCGAA 268,316
37 AGC 292,963 ACT 292,988
38 CGA 293,231 CAG 293,256
39 A 293,479 ATTTGCAG 293,504
40 CT 322,898 C 322,930
41 A 390,161 AAAAG 390,192
42 GGT 393,664 G 393,699
43 AAACGAAAAA 394,046 A 394,079



44 AATAAGGGAT
45 CAG

46 ATTTT

47 AG

48 A

49 AAA

50 A

51 TC

52 G

53 AA

54 C

55 TGTTTTCTCAC
56 TAA

57 C

58 TAG

59 TGA

60 CG

61 TAA

62 TCTTGCTA
63 TGA

64 ATA

65 A

394,233
394,247
394,253
394,746
394,825
394,955
395,477
395,631
395,678
437,704
438,013
438,318
439,730
440,463
440,575
441,384
459,934
460,518
462,144
463,594
463,959
464,680

A
CCT
A

A
AATATAAAA
ACC
AGTAAC
T
GA
A
CT

T
TCC
CT
TCT
TTC
C
TTT
T
TTC
AGC
AT

394,255
394,258
394,264
394,753
394,831
394,991
395,513
395,672
395,718
437,745
438,053
438,359
439,761
440,494
440,607
441,416
459,966
460,549
462,175
463,618
463,983
464,704

MTPT, Mitogenome sequences of plastid origin



Location

start~tRNA-GIu(TTC) Intergenic
start~tRNA-GIu(TTC) Intergenic
tRNA-Glu(TTC)~atp4 Intergenic

rrnl8 Genic
orf134~rpll6 Intergenic MTPT
orfl34~rpll6 Intergenic MTPT

tRNA-Lys(CTT)~tRNA-Met(CAT) Intergenic MTPT
tRNA-Lys(CTT)~tRNA-Met(CAT) Intergenic MTPT
tRNA-Lys(CTT)~tRNA-Met(CAT) Intergenic MTPT

orf109~tRNA-Met(CAT) Intergenic
tRNA-His(GTG)~orf142 Intergenic
orfl42~ccmFc Intergenic
orfl42~ccmFc Intergenic
orfl42~ccmFc Intergenic
orfl42~ccmFc Intergenic
orfl42~ccmFc Intergenic
orfl42~ccmFc Intergenic
orfl42~ccmFc Intergenic
orfl42~ccmFc Intergenic
orfl42~ccmFc Intergenic
orfl42~ccmFc Intergenic
orfl42~ccmFc Intergenic
orfl42~ccmFc Intergenic
orfl42~ccmFc Intergenic
orfl42~ccmFc Intergenic
orfl105~orf214 Intergenic
tRNA-Ile(GAT)~rrnb Intergenic MTPT
rrn5~tRNA-Arg(ACG) Intergenic MTPT
tRNA-Asn(GTT)~cob2 Intergenic MTPT
matK~nad3 Intergenic MTPT
rps12~orfl75 Intergenic
orf175~rpl23 Intergenic MTPT
orfl75~rpl23 Intergenic MTPT
orf175~rpl23 Intergenic MTPT
orfl175~rpl23 Intergenic MTPT
orf175~rpl23 Intergenic MTPT
cox3~tRNA-Val(GAC) Intergenic MTPT
cox3~tRNA-Val(GAC) Intergenic MTPT
cox3~tRNA-Val(GAC) Intergenic MTPT
rps7~matR Intergenic MTPT
rrn26~rpl10 Intergenic
rpl10~tRNA-Asp(GTC) Intergenic MTPT

rpl10~tRNA-Asp(GTC) Intergenic MTPT



tRNA-Asp(GTC)~tRNA-Tyr(GTA) Intergenic MTPT
tRNA-Asp(GTC)~tRNA-Tyr(GTA) Intergenic MTPT
tRNA-Asp(GTC)~tRNA-Tyr(GTA) Intergenic MTPT
tRNA-GIu(TTC)~tRNA-Thr(GGT) Intergenic MTPT
tRNA-GIu(TTC)~tRNA-Thr(GGT) Intergenic MTPT
tRNA-GIu(TTC)~tRNA-Thr(GGT) Intergenic MTPT

tRNA-Thr(GGT)~psbD
tRNA-Thr(GGT)~psbD
tRNA-Thr(GGT)~psbD
rps1l~infA

infA~rps8

rps8

rpl14~rps3

rpl14~rps3

rpl14~rps3

rpl22
orf144~tRNA-Met(CAT)_7
orf144~tRNA-Met(CAT)_7
atpB

atpB~end

atpB~end

atpB~end

Intergenic MTPT
Intergenic MTPT
Intergenic MTPT
Intergenic MTPT
Intergenic MTPT
Genic MTPT
Intergenic MTPT
Intergenic MTPT
Intergenic MTPT
Genic MTPT
Intergenic MTPT
Intergenic MTPT
Genic MTPT
Intergenic MTPT
Intergenic MTPT
Intergenic MTPT




