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In the original publication [1], there was a mistake in Table 1 as published. The fifth column from the left (εϕ/8ε) was (0.48, 0.24, 0.1) and the last column from the left (εζ/8ε) was (0, 0, 0). The correct values should be (0, 0, 0) for the fifth column and (0.48, 0.24, 0.1) for the last one. In other words, the values from the fifth and last columns have been interchanged. The corrected Table 1 appears below. The authors state that the scientific conclusions are unaffected. This correction was approved by the Academic Editor. The original publication has also been updated.
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Table 1. The three sets of parameters—here called Scales—considered in this work for the coarse-grained proteins, hydrated by the Franzese–Stanley water model. The three sets differ only for the values of εΦ, JΦ, and    J σ Φ   , associated with the water hydrating hydrophobic interfaces/residues. Symbols are defined in the text.
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	Scale
	J/8ε
	Jσ/8ε
	

     v  H B    ( b )    /  v 0     








	εΦ/8ε
	JΦ/8ε
	

     J σ  Φ   / 8 ε    








	

     v  H B , 0   Φ   /  v 0     








	k1ε/v0
	εζ/8ε





	0
	0.3
	0.05
	0.5
	0
	1.2
	0.2
	2
	4
	0.48



	1
	0.3
	0.05
	0.5
	0
	0.6
	0.1
	2
	4
	0.24



	2
	0.3
	0.05
	0.5
	0
	0.35
	0.05
	2
	4
	0.1
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