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The preliminary check of the dry spotted chip allows to determine whether the probe has been properly immobilized 

or not, avoiding a false negative result when performing the fluorescence detection of a microarray test. These 

histograms (Figure S1) report the mass per unit of the 33 oligonucleotide capture probe corresponding to the KRAS, 

NRAS, and BRAF genes, calculated after analysis with the IRIS setup of the spotted chip. 

 

Figure S1. Mass per unit area of the immobilized oligonucleotide probes calculated with the IRIS setup. 

As can be noticed, in Figure S1a, the mass calculated for the probe KRAS 12 C (red arrow) is 0.4 ng/mm2. Such a low 

amount of immobilized probe would give a negligible signal in fluorescence detection, which would be classified as a 

not occurring interaction, thus a false negative when performing a diagnostic assay. 

By changing the oligonucleotide probe with a fresh batch, the immobilized mass was then calculated to be 2 ng/mm2 

(Figure S1b, red arrow).  

The IRIS set up offers an easy and straightforward method to perform a quality control of the spotted dry chips to avoid 

evaluation errors when performing a fluorescence assay.  
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