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Table S1: Overview of the selected gp120 HIV-1 strains from a diversity of clades. 
 



 

Table S2: Sensitive and resistant strains towards three anti-CD4bs antibodies. 
 

 

Figure S1. Experimental IC50 determinations (μg/mL) of the VRC01 sensitive strains evaluated in 
this work. As can be observed, most of all binding determinations have values < 0.2 μg/mL. 

 

Figure S2. Experimental IC50 determinations (μg/mL) of the VRC01 sensitive strains evaluated in 

this work. A numerical value 50μg/mL was assumed, since the current experimental data is 

“>50μg/mL” for all of those strains. 


