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Figure S1 Recovery of protein and cellulose fibre building blocks after sequential treatment of textile 
waste and model mixtures with proteases and cellulases, respectively depending on cellulose ( C), wool 
(W) and polyester (P) content. The data are given in (%) related to weight loss from the starting material ( 
test performed in triplicates). 

 

 

 

 



 

Figure S2 Volumetric activity of protease with (B) and without SDS and sodium bisulfite (Bc)  at pH 8, 9 
and 10 with azocasein assay. Experiments were performed in triplicate 

 

Figure S3 Volumetric activity of protease with SDS and sodium bisulfite at pH 8, 9 and 10, with azocasein 
assay. Experiments were performed in triplicate. 

 

 

 



 

Figure S4 SDS-Page of protein bands after protease treatment. 



 

Figure S5 Amino groups content from wool hydrolysate supernatants. 

 



 

Figure S6 FT-IR spectra of: pure PET (blue line), CWP_90/5/5 (red line), CWP_80/5/15 (grey line), 
CWP_80/10/10 (orange line), CWP_70/10/20 (light blue line), CWP_60/10/30 (dark grey line), 

CWP_50/10/40 (black line). All the spectra were normalized in the area 2500-2200 cm-1. 

 

 



 

Figure S7 Recovery of PET building blocks with Humicola insolens cutinase 

 


