
TRAP

NFATc1

c-Fos

GAPDH

- + - + - +
D0 D1 D3

miR-19

36kDa

100:83:91:132:202:382

100:136:592:869:969:1661

100:111:134:134:98:223

100:95:104:113:113:130

140kDa

62kDa

36kDa

- +- +

- + - +
RANKL
miR-19

GAPDH

CYLD 107kDa

36kDa

100:80:1180:459

100:79:60:83

- -

- +

+ +

- +

0.7:100:96:93:225

1.4:100:72:114:84

1.1:100:106:114:114

9kDa

107kDa

60kDa

Ub

CYLD

TRAF6

- +- +

- + - +

RANKL
miR-19

IP:TRAF6

IgG

CYLD

TRAF6

GAPDH

- +- +

- + - +

RANKL
miR-19

Input

100:68:149:74

100:100:97:88

100:100:96:87

107kDa

60kDa

36kDa

GAPDH

CYLD

Vector CYLD-OE

100:229

100:111

107kDa

36kDa

- +- +

- + - +
RANKL
miR-19

AP-1

NF-κB

100:621:5074:6953

100:133:150:178

RANKL

0 15 30 60

 control

mins0 15 30 60

RANKL
miR-19

P -P65

P65

P-ERK

ERK

P-P38

P38

P-JUN

JUN

GAPDH

RANKL

0 15 30 60

 control

mins0 15 30 60

RANKL
miR-19

100 :4382 :4477 :2753 :
203 :4486 :5072 :4287

100 :89 :84 :82 :
79 :78 :90 :92

100 :1096 :904 :837 :
61 :1186 :1175 :1218

100 :92 :99 :105 :
88 :100 :88 :93

100 :747 :694 :526 :
60 :835 :712 :297

100 :97 :84 :83 :
87 :92 :102 :95

100 :1353 :1211 :1133 :
53 :1236 :1700 :1005

100 :116 :115 :103 :
101 :120 :124 :124

100 :105 :108 :115 :
124 :121 :132 :117

65kDa

65kDa

44kDa
42kDa

44kDa
42kDa

43kDa

40kDa

48kDa

48kDa

36kDa

43kDa

Figure2  F Figure3  C Figure3  F

Figure4  A Figure5  A

Figure5  B


