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Simple Summary: Glioblastoma (GB) is the most common and aggressive type of malignant brain
tumor; however, despite advances in treatment modalities, it remains largely incurable. Current
therapeutic protocols are ineffective, and temozolomide (TMZ), the main chemotherapy used in
GB treatment, has a high resistance rate. Aberrant O-GlcNAcylation is related to the tumorigenesis
of several tumor types, and targeting O-GlcNAc transferase (OGT) is a possible therapeutic target
for some tumor types. Here, we investigated the effect of OGT inhibition on cellular proliferation,
cell death, and autophagy, as well as whether it could improve the effect of TMZ on cell viability.
Our findings indicated that targeting OGT shows promising potential as a therapeutic strategy for
treating GB.

Abstract: Glioblastoma (GB) is the most aggressive primary malignant brain tumor and is associated
with short survival. O-GlcNAcylation is an intracellular glycosylation that regulates protein function,
enzymatic activity, protein stability, and subcellular localization. Aberrant O-GlcNAcylation is related
to the tumorigenesis of different tumors, and mounting evidence supports O-GlcNAc transferase
(OGT) as a potential therapeutic target. Here, we used two human GB cell lines alongside primary
human astrocytes as a non-tumoral control to investigate the role of O-GlcNAcylation in cell prolif-
eration, cell cycle, autophagy, and cell death. We observed that hyper O-GlcNAcylation promoted
increased cellular proliferation, independent of alterations in the cell cycle, through the activation of
autophagy. On the other hand, hypo O-GlcNAcylation inhibited autophagy, promoted cell death by
apoptosis, and reduced cell proliferation. In addition, the decrease in O-GlcNAcylation sensitized GB
cells to the chemotherapeutic temozolomide (TMZ) without affecting human astrocytes. Combined,
these results indicated a role for O-GlcNAcylation in governing cell proliferation, autophagy, cell
death, and TMZ response, thereby indicating possible therapeutic implications for treating GB. These
findings pave the way for further research and the development of novel treatment approaches
which may contribute to improved outcomes and increased survival rates for patients facing this
challenging disease.
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1. Introduction

Glioblastoma (GB), a grade IV astrocytoma, is considered the most common malig-
nant primary brain tumor, accounting for approximately 15% of all primary neoplasms
of the brain and central nervous system [1–3]. Sadly, patients affected by this pathol-
ogy have an average life expectancy of just 15 months from diagnosis of the disease to
death [3]. The standard therapy is based on maximum resection surgery followed by
radiotherapy and chemotherapy using the alkylating agent temozolomide (TMZ) with
adjuvant treatment [4–6]. Despite these efforts, GB remains highly resistant to treatment,
often leading to tumor recurrence [7]. Therefore, there is still an urgent and pressing need
to develop new therapeutic strategies [8–11]. Recent studies have highlighted the potential
of targeting enzymes involved in cell metabolism as a promising approach in the pursuit
of effective therapies against GB. Such a targeted approach offers hope for developing
treatments that could overcome the current challenges in managing this aggressive brain
tumor [11,12]. Cancer cells, including those in glioblastomas (GB), elevate their intake of
glucose and glutamine, which are fundamental for the synthesis of UDP-GlcNAc. The first
step of this pathway is catalyzed by the enzyme glutamine fructose-6-phosphate amido-
transferase (GFAT) [12]. UDP-GlcNAc serves as a pivotal substrate that is crucial for protein
O-GlcNAcylation [13]. O-GlcNAcylation occurs on the serine and threonine residues of
nuclear, cytoplasmic, and mitochondrial proteins [13]. The enzyme O-GlcNAc transferase
(OGT) catalyzes the addition of GlcNAc to proteins, whereas the enzyme O-GlcNAcase
(OGA) removes the sugar. O-GlcNAcylation changes can modulate protein function, such
as enzyme activity, subcellular localization, stability, or transcription [14]. Aberrant O-
GlcNAcylation and the altered protein expression of OGT and OGA are associated with
poor prognoses and tumor grades in some cancer types [15,16].

O-GlcNAcylation can regulate a wide range of cellular functions that are important
for tumorigenesis including cellular proliferation, cell cycle, cell death, autophagy, and
chemotherapy resistance [17,18]. The pharmacological inhibitor of OGT (Osmi-1) syn-
ergistically increases the apoptosis induced by the chemotherapy drug Doxorubicin in
HepG2 cells [19]. Necrosis and autophagy are also affected by O-GlcNAcylation [20–22].
Furthermore, studies evaluating the impact of O-GlcNAcylation on autophagy and its
development on tumorigenesis or tumor progression have already been carried out on blad-
der cancer [23,24]. Autophagy acts as one of the mechanisms of therapeutic resistance and
is correlated with tumor proliferation and survival [25,26]. Glioblastoma stem cells present
autophagy as a mechanism of chemoresistance and radioresistance that can cause tumor
regrowth, making the current standard treatment protocols mostly unsuccessful [27,28]. In
a past study, a decrease in O-GlcNAcylation activated autophagic degradation in healthy
astrocytes, but the positive modulation of O-GlcNAc did not promote the alteration of
autophagic flow [29].

Here, we showed increases in O-GlcNAcylation, OGT, and GFAT levels in GB cells
when compared with non-tumoral astrocytes. The pharmacological inhibition of OGA
induced hyper O-GlcNAcylation, activating autophagy and promoting cell survival. On
the other hand, the inhibition of OGT decreased O-GlcNAcylation levels and inhibited
autophagy, activating cell death by apoptosis. In addition, OGT inhibition increased the
sensitivity of cells to the chemotherapeutic drug TMZ without reducing the viability of
human astrocytes. Combined, our data suggested that OGT is a promising target for
GB therapy.



Cancers 2023, 15, 4740 3 of 18

2. Materials and Methods
2.1. GB Cell Lines and Human Astrocytes

We used the commercial U87MG cell line and GBM11, a more malignant cell line
isolated from a tumor recurrence [30], as well as untransformed human astrocytes cells
as controls. The human astrocyte cells were obtained through temporal lobe biopsies on
epileptic patients, as described in [31]. The use of human astrocyte cells was performed with
patient consent, and the procedures were reviewed and approved by the Ethics Committee
of the Ministry of Health of Brazil.

The cell lines were sustained using Dulbecco’s Modified Eagle Medium (DMEM)
(DMEM Powder, pyruvate 12800017) (Gibco, Darmstadt, Germany) enriched with 10%
heat-inactivated Fetal Bovine Serum (FBS) (Sigma-Aldrich, St Louis, MO, USA), along with
100 units of penicillin and 100 mg/mL streptomycin (Sigma-Aldrich, St Louis, MO, USA).
These cultures were maintained under a humidified environment containing 5% CO2 at
37 ◦C. In this study, human astrocytes up to the third passage were employed.

2.2. Cell Line Observation

The U87MG and GBM11 cells were observed using phase-contrast microscopy for the
evaluation of cell density and morphology. The treatment conditions were as follows: the
vehicle control (dimethyl sulfoxide (DMSO)), 1 µM Thiamet G (TMG), 200 µM TMZ, and
25 µM Osmi-1 (all from Sigma-Aldrich, St Louis, MO, USA), with or without TMZ, for
24 h. The cells were photographed with an inverted microscope (Axiovert 135) (Zeiss, Jena,
Germany) using the 10× objective.

2.3. Obtaining the U87MG GFP-LC3+ and Immunofluorescence Microscopy

To generate the U87MG GFP-LC3+ cells, we used 2–3 mL of the supernatant of the
HEK cells containing the retrovirus to transform the U87MG cells, as described in [32].
The effectiveness of the transformation was observed under a fluorescence microscope,
and the cells were expanded in 2 flasks of 75 cm2 for the later selection of the GFP+
cells through sorting. For the autophagy assay, 1 × 105 cells/mL of the U87MG GFP-
LC3+ cells were plated in glass coverslips inside a 24-well plate. On the following day,
the glioblastoma cells were treated in triplicate with or without 1 µM TMG or 25 µM
Osmi-1 alone or in combination with 20 µM chloroquine (CQ), an autophagy inhibitor
that was added for the last 4 h of the 24 h period of incubation. The cells were fixed
with 4% paraformaldehyde for 15 min at room temperature and washed twice in 1x PBS.
Then, the cells were permeabilized in 0.1% Triton X-100 for 5 min, washed twice with PBS,
and incubated with DAPI (4,6-diamidino2-phenylindole; Sigma-Aldrich, St Louis, MO,
USA) 1:1000 to mark the nuclei for 10 min. Finally, the cells were washed twice with PBS
and subsequently mounted on glass slides. The images were acquired using a Zeiss Cell
Observer Yokogawa microscope-spinning disk using the 1000× objective.

2.4. Transmission Electron Microscopy of the Ultrathin Sections

Cells of the U87MG cell line with or without the treatments of 1 µM TMG or 25 µM
Osmi-1 for 24 h were fixed in 2.5% glutaraldehyde in 0.1 M of sodium phosphate buffer
(pH of 7.2) for 1 h at room temperature, washed 3 times in 0.1 M of sodium cacodylate
buffer (pH of 7.2), and post-fixed in the same buffer plus 1% osmium tetroxide + 0.8%
potassium ferrocyanide + 5 mM calcium chloride for 45 min in the dark. The samples were
washed 3 more times in 0.1 M sodium cacodylate buffer (pH of 7.2), dehydrated in an
increasing series of acetone (30, 50, 70, 90, and 100%) for 10 min each, and infiltrated in
Epon resin: acetone (1: 1) for 16 h. Then, the samples were added to pure resin for 6–9 h
at room temperature and stored to polymerize for 48 h at 60 ◦C. Ultrathin sections of the
material (60–70 nm) were obtained using a Leica EM UC7 ultramicrotome and contrasted
with 5% uranyl acetate in water for 45 min, followed by lead citrate for 5 min [33], and
examined under a JEOL 1200 electron microscope operating at 80 kV.
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2.5. Immunoblotting

For the Western blotting, as described in [34], the cells were washed twice with PBS
and then subjected to 150 µL RIPA lysis buffer (50 mM Tris-HCL (pH of 7.4), 150 mM
NaCl, 1% Triton X-100, 100 mM EDTA, 0.25% sodium deoxycholate, 0.1% SDS, 1 mM PMSF,
and 1:100 Halt protease inhibitor cocktail (Pierce; Perbio, Cramlington, UK). The protein
concentrations of the samples were measured using a BCA protein assay kit (Pierce™,
Thermo Scientific). We used 25 µg of the whole-cell protein extracts to be separated by SDS-
PAGE gels. The following antibodies were used: OGT, OGA, GFAT, O-GlcNAc (CTD110.6),
and β-actin (Cell Signaling Technology, Danvers, MA, USA and O-GlcNAcylation antibody
(RL2), obtained from Sigma (St. Louis, MO, USA). Chemiluminescent detection was
performed using an ECL kit (GE Healthcare, Pittsburgh, PA, USA), and densitometry was
performed using ImageJ 1.5.3.

2.6. Cell Cycle and Annexin V Assay

For the cell cycle analysis, the cells were trypsinized, washed with PBS (pH of
7.4), centrifuged at 1500 rpm for 3 min, and resuspended in 100 µL of FACS Buffer
(PBS 1x (pH of 7.4) + 5% SFB + 0.1% NaN3) containing 100 µg/mL Ribonuclease
A (RNAse) + 0.2% Saponin. The cells were maintained in this buffer for 20 min at room
temperature and then incubated with 50 µg/mL propidium iodide (PI) for DNA staining.
For DNA content evaluation, 10,000 events were acquired and analyzed on an FACSCalibur
flow cytometer (BD Bioscience) for cell distribution at different stages of the cell cycle
according to the DNA contents (G1, S, and G2/M). FlowJo v10 was used to analyze the
distribution of phases G0/G1, S, and G2/M. The experiments were completed in triplicate.

The apoptotic and necrotic cells were measured using Annexin V conjugated with
allophicocyanin (APC Annexin V BioLegend, Amsterdam, Netherlands) and PI staining (to
detect the necrosis cells). The cells were resuspended in 100 µL of FACS buffer containing
5 µL of Annexin V (1:20) + 50 µg/mL PI iodide and incubated for 15 min before analyzing
the samples by flow cytometry. In the assay, 10,000 events were acquired per condition,
and the readings were carried out on channels FL-4 for Annexin V and FL-2 for PI. FlowJo
v10 software was used for the data analysis. The experiments were completed in triplicate.

2.7. Ki-67 Flow Cytometry Staining Protocol

The GBM11 cells treated with 25 µM Osmi-1 or DMSO for 24 h, and then they were
dissociated with trypsin, washed with PBS containing 2% FBS, centrifuged at 1500 RPM
for 5 min at 4 ◦C, and resuspended in 1 mL of FACS buffer (PBS + FBS). In a 96-well
plate, 5 × 105 cells were fixed and permeabilized with 100 µL of BD Cytofix/Cytoperm™
solution (BD cat. 554714) for 20 min at 4 ◦C, and then they were washed 2 times with BD
Perm/Wash™ buffer (BD cat. 554723). Next, we proceeded with the incubation with the
Ki-67 primary antibody (BD cat. 550609) diluted in BD Perm/Wash™ buffer (1:200) for
20 min at 4 ◦C in the dark, followed by 2 rounds of washing as described above. Then,
the cells were incubated with the FITC anti-IgG mouse secondary antibody diluted in BD
Perm/Wash™ buffer (1:200) for 20 min at 4 ◦C in the dark, and again, they were washed as
described above. Finally, the cells were resuspended in 300 µL of FACS buffer and analyzed
using a BD LSRFortessa™ X-20 cell analyzer.

2.8. Trypan Blue Assay and MTT Assay

The human astrocyte cells were incubated with a vehicle solution (DMSO) or Osmi-1
in different concentrations (10 µM, 25 µM, 35 µM, and 50 µM) for further analysis of the
cell viability and proliferation by 3-(4,5-dimethylthiazol-2-yl)-2,5-diphenyltetrazoliumm
(MTT) and trypan blue exclusion assays. To investigate the effects of TMG and Osmi-1
on cell proliferation, the U87MG and GBM11 cells were treated with or without 1 µM
TMG or 25 µM Osmi-1 for 24 h, and after the incubation interval of each experiment, the
cells were trypsinized and 10 µL of trypan blue (Sigma-Aldrich) was added, after which
we counted them with a Neubauer camera. To investigate the influence of Osmi-1 with
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TMZ, we treated the U87MG cells with a concentration from 100–800 µM of TMZ in the
presence or absence of 25 µM of Osmi-1 for 24 h and then performed an MTT assay. Each
experimental condition was performed in triplicate, and the experiments were repeated at
least three times.

2.9. Growth Kinetics of 3D Cellular Spheroids

We generated the 3D spheroid growth assays as described in [35], and flat-bottom
96-well plates were coated with 2% agarose diluted in water and left at 4 ◦C for 15 min
for agarose solidification. The U87MG cells were plated at 3000 cells per well in DMEM
medium containing 10% FBS. The 96-well plates were subjected to 400× g centrifugation for
5 min, and the plates were then incubated in a humidified incubator at 37 ◦C and 5% CO2
for 72 h. The subsequent experiments were initiated with spheroid diameters of between
300 and 400 µm.

We analyzed the growth of the spheroids by quantifying the volumes over 7 days
from day 0, when the 3D cultures were incubated with the drugs. The fully formed three-
dimensional structures (day 0) derived from the U87MG cells were treated with 1 µM TMG,
25 µM Osmi-1, and 200 µM TMZ or with 25µM Osmi-1 and 200 µM TMZ. As a control,
0.2% DMSO was used. The properly formed spheres were photographed in an inverted
microscope (Axiovert 135) (Zeiss, Jena, Germany) using the 4× objective, and the analysis
of the relative growth of the spheres was performed using ImageJ 1.5.3. The images were
taken at 0 h, 24 h, 48 h, 96 h, and 168 h (1 week) post-treatment.

2.10. Statistical Analysis

All data are presented as the means ± SEMs from at least three independent exper-
iments. The data groups were compared using two-tailed Student’s t-tests or one-way
ANOVA followed by Tukey post hoc tests using the GraphPad Prism 6.0 software. Dif-
ferences between groups were considered statistically significant if p < 0.05. Statistical
significance is denoted by asterisks (* p < 0.05; ** p < 0.01; and *** p < 0.001), and
non-significant differences are marked as NS.

3. Results
3.1. O-GlcNAcylation, OGT, and GFAT2 Were Elevated in GB Cells

First, we conducted a comparative analysis of the O-GlcNAcylation levels in two
human GB cell lines: U87MG (commercial) and GBM11 (a more malignant cell line isolated
from a tumor recurrence). We used human astrocytes as the non-tumoral control. Our
results revealed the significant enhancement of O-GlcNAcylation in both GB cell lines
with at least a 3.0-fold increase when compared to the astrocytes. Notably, the GBM11
cells exhibited higher O-GlcNAcylation levels than the U87MG cells (Figure 1A). Next,
we investigated the relationship between OGT levels and cell malignancy. We observed
an increase in OGT expression in the GB cells, and this increase was correlated with cell
malignancy, with the GBM11 cells showing higher OGT levels compared to the U87MG
cells (Figure 1B). We analyzed the protein levels of GFAT2, the key enzyme involved in
the production of UDP-GlcNAc, the donor substrate for OGT. GFAT2 is a major isoform
found in the central nervous system. Our analysis revealed significantly higher expression
levels of GFAT2 in both GB cell lines compared to the untransformed human astrocytes
(Figure 1C). Overall, our findings suggested a potential link between the O-GlcNAcylation
machinery and the malignancy of the GB cells.
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specific OGA inhibitor TMG [34]. The drug’s efficiency was confirmed by Western blot, 
showing an increase in O-GlcNAcylation after 4 h of treatment (Figure 2A). Cell viability 
and proliferation were assessed by the trypan blue exclusion assay. We observed that 
increased O-GlcNAcylation significantly increased the number of viable cells in the 
culture in approximately 20% of both the U87MG and GBM11 cell lines (Figure 2B). This 
effect was further corroborated by phase-contrast microscopy (Figure 2C).The increase in 
viable cells in the culture induced by TMG motivated us to analyze its impact on cell cycle 
progression [36]. To investigate this, we synchronized the U87MG and GBM11 cells in the 

Figure 1. O-GlcNAcylation, OGT, and GFAT2 protein levels were elevated in the glioblastoma cell
lines. (A) The total O-GlcNAcylation, (B) OGT, and (C) GFAT2 protein levels were measured by
Western blotting in the astrocytes, U87MG, and GBM11 cells. Quantification of the protein levels in
each cell line was normalized to β-actin. The data are presented as scatter plot with bar of at least
three biological replicates performed. ** p < 0.1. Two-Way ANOVA with Tukey’s multiple comparison
teste (GraphPad Prism 9). The values shown are expressed as means ± SEMs. The uncropped blots
are shown in Supplementary Material.

3.2. Elevated O-GlcNAcylation Promoted an Increase in the Number of Viable Cells Not Affecting
Cell Cycle Progression in the GB Cells

To assess the impact of high levels of O-GlcNAc on the GB cell lines, we used the
specific OGA inhibitor TMG [34]. The drug’s efficiency was confirmed by Western blot,
showing an increase in O-GlcNAcylation after 4 h of treatment (Figure 2A). Cell viability
and proliferation were assessed by the trypan blue exclusion assay. We observed that
increased O-GlcNAcylation significantly increased the number of viable cells in the culture
in approximately 20% of both the U87MG and GBM11 cell lines (Figure 2B). This effect
was further corroborated by phase-contrast microscopy (Figure 2C).The increase in viable
cells in the culture induced by TMG motivated us to analyze its impact on cell cycle
progression [36]. To investigate this, we synchronized the U87MG and GBM11 cells in the
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G0 phase through 24 h of serum starvation and subsequently treated them with or without
1 µM TMG. The cells were stained with propidium iodide (PI) and analyzed using flow
cytometry. The increase in O-GlcNAcylation did not alter the cell cycle profiles of the GB
cells incubated for 24 or 72 h with TMG as compared to the untreated cells (Figure 2D).
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Figure 2. Enhanced O-GlcNAcylation promoted increases in viable glioblastoma cells in the culture
without affecting the cell cycle profiles. (A) Human glioblastoma cells (U87-MG) were incubated with
1 µM TMG for 4, 8, 16, and 24 h and analyzed for O-GlcNAcylation. β-actin was used as a loading
control. Representative image of three independent experiments. (B) The U87MG and GBM11 cell
lines were incubated for 24 h with 1 µM TMG and submitted to a trypan blue exclusion assay to
count the live cells. Graph representing the average of three independent experiments. The values
shown are expressed as means ± SEMs. * p < 0.05. The statistical test used was the Student’s t-test.
(C) Representative images of the increase in the number of GB cells in the culture after incubation
with 1 µM TMG for 24 h compared to the control condition. (D) Cell cycle analysis of the U87MG
and GBM11 cell lines with or without 1 µM of TMG for 24 and 72 h. A total of 10,000 events were
acquired, and there were no cycle changes in either of the GB cell lines. The uncropped blots are
shown in Supplementary Material. Representative cell cycle of one experiment and graphs of the
percentage of the average of three independent experiments are shown, with the means ± standard
errors of the means. The statistical test used was two-way ANOVA. NS, no statistically significant
difference. All experiments were performed with at least three biological replicates.



Cancers 2023, 15, 4740 8 of 18

3.3. O-GlcNAcylation Modulated Autophagy in the U87MG Cells

The absence of differences in the cell cycles motivated us to focus on evaluating
the autophagy mechanism, which is known to be a crucial cell survival mechanism in
glioblastoma cells [37]. To detect autophagy, we employed a well-established technique
of counting LC3-II puncta using confocal microscopy [38]. We generated a stable U87MG
GFP-LC3-II cell line for counting the LC3 puncta numbers, and then we treated the cells
with TMG to increase O-GlcNAcylation or with the OGT inhibitor Osmi-1 [39] to decrease
O-GlcNAcylation. Additionally, we used chloroquine to inhibit autophagic flux by im-
peding the autophagosome-lysosome fusion, thereby increasing the LC3-II puncta [40].
Figure 3A shows that TMG and chloroquine induced increases in the LC3-II points in the
cell cytoplasm when compared to the control. This effect was enhanced when TMG and
chloroquine were combined (Figure 3B). We observed an increase in the number of LC3-II
puncta when the O-GlcNAc was reduced by an Osmi-1 treatment. However, treatment with
Osmi-1 combined with CQ displayed no significant increases in the number of LC3 puncta
when compared to treatment with Osmi-1 alone, suggesting that both CQ and Osmi-1 were
acting in the autophagosome–lysosome fusion (Figure 3B). Another autophagy marker
is the p62 protein that accumulates when autophagy is inhibited, and it decreases when
autophagy is induced [41]. Thus, cells of the U87MG cell line were incubated with TMG or
Osmi-1 for 24 h and subjected to Western blotting assays to evaluate the p62 expression
and total O-GlcNAcylation. Figure 3C shows the effect of TMG in increasing the levels
of O-GlcNAcylation and in reducing the protein levels of p62. On the other hand, when
the cells were incubated with Osmi-1, reductions in the O-GlcNAcylation levels and p62
accumulation were observed (Figure 3D), confirming the inhibitory action of Osmi-1 on
autophagy in GB cells. The effect of Osmi-1 on p62 protein levels was similar to the effect
of CQ, and the co-treatment continued to promote p62 accumulation as isolated treatments.
Furthermore, we performed a morphological analysis of the autophagosomes by transmis-
sion electron microscopy (MET). The MET images showed the integrity of the organelles in
the cells and the presence of autophagic bodies in the cells treated with TMG and Osmi-1
(Figure 3E). The results supported the notion that O-GlcNAcylation is associated with
autophagy regulation, with potential implications for GB cell survival.
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Figure 3. Increased O-GlcNAcylation activated autophagic flux in the GB cell lines while reduced O-
GlcNAcylation inhibited autophagy similarly to CQ. (A) Representative immunofluorescence images
demonstrating the GFP−LC3 puncta in the U87MG cells. Scale bar: 10 µm. (B) Quantification of the
LC3 puncta average number from the images in (A). **** p < 0.0001; “ns” indicates non-significant
(p > 0.05). (C) The O-GlcNAcylation levels and expression of the p62 levels in the U87MG cells 24 h
after incubation with TMG were determined by an immunoblotting assay. β−actin was used as a
loading control. The images are representative of three independent experiments performed. The
levels of relative expression (black bars, means ± standard errors of the means, n = 3) are shown
on the right side of the figure. The statistical test used was the Student’s t-test in which ** p < 0.01.
(D) The expression of the total O-GlcNAcylation after incubation of the U87MG cells with Osmi-1 for
24 h and the p62 levels after incubation with CQ, Osmi-1, or cotreatment with Osmi-1 and CQ for 24 h
were also determined by an immunoblotting assay. β-actin was used as a loading control. The levels
of relative expression (black bars, means ± standard errors of the means, n = 3) are shown on the right
side of the figure. The statistical test used was the Student’s t-test in which * p < 0.05; ** p < 0.01. The
uncropped blots are shown in Supplementary Material. (E) Qualitative and morphological analysis
of the presence of autophagosomes in the U87MG cells incubated in the absence (a,b) or presence
of 1 µM TMG for 24 h (c,d) or 25 µM Osmi-1 for 24 h (e,f) using transmission electron microscopy.
(a) In the control cells, numerous mitochondria were evident without any morphological alterations.
The endoplasmic reticulum (ER) profiles and nuclei (N) were also observed. In (c–f), glioblastoma
cells treated with TMG or Osmi-1 showed several autophagic vacuoles (AV). Scale bar: (a) 1 µm and
(b–f) 500 nm.
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3.4. Hypo-O-GlcNAcylation Reduced the Viability and Proliferation of the GB Cells but Not
the Astrocytes

Next, we delved into the impact of Osmi-1 treatment on the GB cell lines and the
human astrocytes, exploring its effects on cell viability. Treatment with 25 µM Osmi-1 for
24 h reduced the number of living cells in both the GB cell lines, with a higher reduction
in the U87MG cells (Figure 4A). Subsequently, we analyzed the impact of Osmi-1 on
cell viability in the human astrocytes by subjecting them to increasing concentrations of
Osmi-1 (10 µM, 25 µM, 35 µM, and 50 µM) using trypan blue. Notably, even at the highest
concentration of 50 µM Osmi-1, there was no reduction in the astrocytes (Figure 4A, right
panel). Additionally, we utilized phase-contrast microscopy to assess the cell morphologies
of both GB cell lines and the human astrocytes cells treated with the vehicle or 25 µM
Osmi-1 (Figure 4B). These findings collectively highlighted the differential impacts of
Osmi-1 on the GB cells and the human astrocytes, suggesting its potential as a selective
therapeutic agent for treating glioblastoma. Further, by employing a cytometry assay with
Ki-67 labeling, we evaluated the effect of Osmi-1 on the cell proliferation of the GB cells
(Figure 4C). The data showed that hypo-O-GlcNAcylation decreased the percentage of
cycling cells in the population of GB cells.
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Figure 4. Inhibition of O-GlcNAc inhibited GB cell growth without affecting the astrocytes. (A) Try-
pan blue exclusion assay for the analysis of cell proliferation with cells from the U87MG and GBM11
cell lines incubated with the vehicle solution (DMSO) or 25 µM Osmi-1 for 24 h. The values shown are
expressed as means ± SEMs. On the right side of panel, the primary human astrocytes were treated
with different concentrations of Osmi-1 (10 µM, 25 µM, 35 µM, and 50 µM) for 24 h and viability was
assessed by trypan blue exclusion assays. (B) Phase-contrast microscopy with representative images
of the U87MG and GBM11 cells treated with DMSO or 25 µM Osmi-1 for 24 h. (C) The GBM11 cells
were incubated with DMSO or 25 µM Osmi-1 for 24 h and submitted to the Ki-67 flow cytometry
staining protocol to analyze cell proliferation. For statistical analysis, two-way ANOVA was used
with a Tukey post hoc test in which * p < 0.05, ** p < 0.01, and *** p < 0.001.
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3.5. O-GlcNAcylation Inhibition Enhanced GB Sensitivity to TMZ Chemotherapy

The impact of hypo-O-GlcNAcylation on GB cells with no effects on the human
astrocytes prompted us to assess the effect of Osmi-1 in combination with TMZ, the most-
used chemotherapeutic for treating GB. Firstly, the cells were treated with increasing
concentrations of TMZ (0, 100, 200, 400, and 800 µM), associated (or not) with 25 µM of
Osmi-1 for 24 h. Although no effect was observed upon TMZ incubation, co-treatment
with Osmi-1 and TMZ significantly reduced the cell viability at 200 µM (Figure 5A). Three-
dimensional spheroids have emerged as an appropriate system for drug screening [42].
Given that GBM11 does not form spheroids, the impact of the combined treatment of 25 µM
Osmi-1 and 200 µM TMZ was tested on the U87MG cells. The cells were cultured for 4 days
to form spheroids in agarose-coated plates and further treated (or not) with Osmi-1, TMZ, or
both drugs. Then, the spheroid area was analyzed at time intervals of 0, 24, 48, 72, and 168 h
(1 week). Figure 5B shows that the Osmi-1 treatment tended to stagnate spheroid growth
after 24 h of incubation, while treatment with TMZ was only able to reduce the size of the
spheroids after 1 week of treatment. The combined Osmi-1 and TMZ treatment resulted
in stagnated spheroid growth after 24 h, with a greater reduction observed after 1 week
(Figure 5C). Collectively, these results indicated that reducing O-GlcNAcylation hampered
the growth of the GB spheroids and sensitized these cells to TMZ chemotherapy, suggesting
the potential of this combination as a promising therapeutic approach in GB treatment.
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Figure 5. Inhibition of O-GlcNAc inhibited GB cell growth and sensitized them to chemotherapy.
(A) Through an MTT assay, the percentage of viable cells (y-axis) in the U87MG lineage was analyzed
within 24 h under treatment with different concentrations of TMZ associated (or not) with 25 µM
Osmi-1 (x-axis). Graph representing the means and standard errors of three independent experiments.
Each concentration was evaluated in five replicates. For the statistical analysis, two-way ANOVA
was used with a Tukey post hoc test in which * p < 0.05, ** p < 0.01, and *** p < 0.001. (B) The U87MG
spheroids were incubated (or not) (DMSO) with Osmi-1, 200 µM TMZ, or a combination of Osmi-1
and TMZ for 0, 24, 48, 72, and 168 h, with analyses at every 24 h of treatment. The experiments were
carried out as at least three times with three replicates each. Representative images of the spheroids
treated (or not) at 0, 72, and 168 h. Scale bar: 300 µm. (C) Graph representing the means and standard
errors of B. For the statistical analysis, two-way ANOVA was used with a Tukey post hoc test in
which * p < 0.05, ** p < 0.01, and *** p < 0.001.
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3.6. Synergistic Effects of Osmi-1 and TMZ in GB Apoptosis

The effects of Osmi-1, TMZ, and their combined treatment on apoptosis and necrosis
were also analyzed. We assessed cell death by apoptosis or necrosis by using PI and
Annexin V labeling. Annexin V labeling occurs when a cell exposes phosphatidylserine on
its surface, indicating cell death by apoptosis. Approximately 2–3% of the U87MG control
cells and approximately 9% of the cells incubated with 200 µM TMZ were positive for
Annexin labeling. The combination of Osmi-1 and TMZ further heightened the apoptotic
response, with approximately 15% of the cells showing cell death through apoptosis
(Figure 6). Regarding the GBM11 cell line, a significant increase in cell death was observed
only when Osmi-1 and TMZ were co-administered, endorsing the synergistic effect of the
treatments (Figure 6). These results emphasized the potential of combining Osmi-1 with
TMZ as a strategy to enhance apoptotic responses in GB cells, suggesting a promising
avenue for novel therapeutic interventions.
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Figure 6. Pharmacological inhibition of OGT in combination with chemotherapy induced GB cell
death by apoptosis. Representative plot of the flow cytometric analysis data and graphic representa-
tion of three independent experiments. Apoptosis was analyzed by flow cytometry. For the statistical
analysis, Two−Way ANOVA was used with a Tukey post hoc test in which * p < 0.05 and ** p < 0.01.
NS, no statistically significant difference.
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4. Discussion

GB, also referred to as a grade IV astrocytoma, is one of the most aggressive and
resistant-to-treatment tumors. Patients affected by this pathology have an average life
expectancy of just 15 months from diagnosis of the disease to death, indicating the urgency
for the development of new treatments [3,11]. Growing evidence has demonstrated that
altered metabolism is a promising target for developing therapies against GB [11,12,43].
Many recent efforts have aimed to understand the molecular mechanism involved in
the metabolic reprogramming observed in cancer cells. Emerging data have shown that
O-GlcNAcylation acts in tumor progression and metabolism control [44–47]. The brain
presents with high O-GlcNAcylation levels, which suggests its importance in the central
nervous system [48,49]. In this work, we showed that two human GB cell lines (U87MG and
GBM11) had higher O-GlcNAcylation levels than non-tumoral human astrocytes (Figure 7).
Increased O-GlcNAcylation levels were accompanied by higher levels of OGT, where the
GBM11 cells showed greater expression levels when compared with the U87MG cells.
The higher O-GlcNAcylation and OGT levels observed in GBM11, cells originated from
a tumor recurrence process, might indicate their roles in tumorigenesis. In fact, increases
in O-GlcNAcylation levels have been observed in most of the tumors studied [50–53],
and they are associated with the tumorigenesis and proliferation of cancer cells [46,54,55].
Corroborating our results, a recent work demonstrated that the U87MG and T98G human
glioblastoma cell lines and tissue samples from patients with GB grade IV had higher
protein levels of O-GlcNAcylation and OGT compared to healthy astrocyte cells [53]. In
addition, they showed the importance of OGT for GB cell growth in vitro and in vivo
by regulating acetate metabolism [53]. Here, we also analyzed the expression levels of
GFAT, the rate-limiting enzyme of HBP. There are two GFAT isoforms in mammals, GFAT1
and GFAT2, which are expressed in different tissues [56]. GFAT1 is described as widely
expressed while GFAT2 is significantly expressed in the nervous system and some tumor
types [57–60]. Here, we showed a higher expression of GFAT2 in the GB cell lines (U87MG
and GBM11) than astrocyte cells, suggesting activation of HBP and supporting the increase
of O-GlcNAcylation levels observed in GB cells (Figure 7).
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Figure 7. Effects of O-GlcNAcylation modulation in human glioblastoma cells. Glioblastoma cells
have higher levels of total O-GlcNAcylation and higher levels of protein expression of OGT and
GFAT 2 compared to human astrocyte cells. In the image is also demonstrated the opposite effects
of pharmacological inhibitors of the enzymes OGT (Osmi-1) and OGA (TMG) on glioblastoma cells.
The effects of hypo O-GlcNAcylation (Blue) and hyper O-GlcNAcylation (Red) were also illustrated
according to the image caption on the left side of the figure.
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In addition, we showed that the GB cell lines incubated with the pharmacological
OGA inhibitor TMG had increased cellular proliferation (Figure 7). In accordance with our
data, the elevation of O-GlcNAcylation in gastric cancer cell lines promoted an increase
in cell proliferation [61]. Similarly, the incubation of anaplastic thyroid carcinoma cells
with TMG for 48 h caused increases in cell proliferation and viability [62]. Furthermore,
we showed that the inhibition of OGA increased proliferation and altered the composition
of the GB secretome [63]. In fact, O-GlcNAcylation contributes to the regulation of DNA
replication, mitosis, and cytokinesis [36]. Thus, in this work, we evaluated the effect of
TMG on the cell cycle of GB cells. Surprisingly, no changes in the cell cycle were detected
in the GB cells incubated with TMG. On the other hand, increase of O-GlcNAcylation by
TMG treatment led to increases in the S and G2/M phases in gastric cancer cells [61].

Studies using different models have shown that O-GlcNAcylation interferes with
autophagy mechanisms [20,22,29,64,65]. In fact, both autophagy and O-GlcNAcylation
play pivotal roles in regulating cellular fate, responding to sensory and nutritional cues.
In our experiments, TMG treatment induced autophagy, especially when combined with
chloroquine, which corroborated previous findings in neuroblastoma cells, rat primary
neurons, and astrocytes [66]. Understanding the molecular mechanisms underlying these
processes holds promise for developing therapeutic strategies that target autophagy, which
is crucial for the metabolism of nervous system cells and for glioblastoma cell resistance
to TMZ chemotherapy and radiotherapy [66,67]. Our results suggested that autophagy
may be the mechanism responsible for the increased proliferation observed when the
GB cells were treated with TMG. On the other hand, the reduction in O-GlcNAcylation
levels by Osmi-1 treatment generated a high level of GFP-LC3 puncta, with no significant
difference observed for co-treatment with chloroquine. This suggested that both drugs
act by inhibiting autophagosome–lysosome fusion. Additionally, the results involving
the p62 levels supported the hypothesis that TMG induces autophagy by decreasing p62
levels, whereas Osmi-1 inhibited autophagosome–lysosome fusion, leading to increased
p62 levels. Previous works have demonstrated that both increases [66] and reductions
in O-GlcNAcylation levels can contribute to autophagy [29,68]. Indeed, different works
have already demonstrated that autophagy favors the survival and therapeutic resistance
of GB [28,69–71]. The inhibition of autophagy by Osmi-1 treatment has motivated us to
further analyze its effect on apoptosis and necrosis, which could provide crucial insights
into potential therapeutic approaches targeting GB cell survival pathways.

We demonstrated that both GB of the cell lines (U87MG and GBM11) treated with
25 µM of Osmi-1 for 24 h presented with reduced numbers of viable cells. In contrast, no
significant changes in astrocyte viability were detected even when the cells were incubated
with 50 µM of Osmi-1. These results indicated the potential therapeutic of OGT inhibition.
A recent study showed that OGT deficiencies induced the activation of astrocytes in vivo
and in vitro [72]. In our work, GB cells incubated with Osmi-1 and TMZ suffered reduced
proliferation and viability when compared with cells treated only with TMZ, indicating
that reductions in O-GlcNAc increase sensitivity to chemotherapeutics. In addition, we
cultivated U87MG in a 3D culture system. This type of culture simulates tumor characteris-
tics, such as senescence, hypoxia, and anti-apoptotic behavior [73–75]. In this work, the
treatment of spheroids with TMZ only reduced the sizes of the spheroids after one week
of treatment. In contrast, the treatment with Osmi-1 promoted the stagnation of spheroid
growth after 24 h of incubation, indicating a fast effect. The combined treatment of Osmi-1
and TMZ was more effective than the isolated treatments since we were able to significantly
reduce the sizes of the spheroids after a 1-week period of incubation. Treatment with
Osmi-1 suppressed the number of spheres in the HCT116 and HCC827 cells [76]. Liu and
colleagues demonstrated that hepatocarcinoma and breast cell lines became more sensitive
to the chemotherapy drug Doxorubicin (Dox) increasing apoptosis after treatment with
Osmi-1 [77]. Numerous studies have shown that the reduction in O-GlcNAcylation levels
by treatment with Osmi-1 promoted decreased cell proliferation in vitro (or reduced growth
of the tumor mass) [76,78,79].
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5. Conclusions

Our study demonstrated that GB cell lines exhibit significantly higher levels of O-
GlcNAcylation, OGT, and GFAT compared to non-tumoral human astrocytes. Hyper-O-
GlcNAcylation promoted increased cell proliferation and autophagy in GB cells. In contrast,
hypo-O-GlcNAcylation led to autophagy inhibition and reduced cell proliferation in both
the 2D and 3D models, and it induced cell death by apoptosis while not affecting the
viability and proliferation of the control astrocytes. Collectively, our findings suggested
that hyper-O-GlcNAcylation may contribute to GB’s aggressiveness and chemotherapy
resistance. Conversely, the reduction in O-GlcNAcylation levels indicated that targeting
OGT could be a promising therapeutic approach, or it could be used in combination with
the chemotherapeutic agent TMZ to improve the treatment of GB. These insights provide a
foundation for further exploring O-GlcNAcylation as a potential therapeutic target in GB
treatment, with the ultimate goal of developing more effective treatment strategies for this
aggressive brain tumor.

Supplementary Materials: The following supporting information can be downloaded at: https:
//www.mdpi.com/article/10.3390/cancers15194740/s1.

Author Contributions: Conceptualization, A.V.L. and W.B.D.; data curation, A.V.L., A.R.T. and
W.B.D.; formal analysis, A.V.L., F.A.-S., R.C.M.S., R.P.S.-A., J.C.G., A.V.-d.-S., A.R.T. and W.B.D.;
funding acquisition, C.C.-N., A.R.T. and W.B.D.; investigation, A.V.L. and J.C.G.; methodology, A.V.L.,
F.A.-S., R.C.M.S., R.P.S.-A., G.M.C.L., B.M.F., M.S.S., M.G.P., A.V.-d.-S., L.B.C., L.R., L.H.T. and K.C.;
project administration, A.R.T. and W.B.D.; resources, L.R., A.R.T. and W.B.D.; supervision, L.B.C.,
A.R.T. and W.B.D.; validation, A.V.L., G.M.C.L., B.M.F., A.V.-d.-S. and L.H.T.; writing—original draft,
A.V.L., M.G.P., A.R.T. and W.B.D.; writing—review and editing, A.V.L., F.A.-S., R.P.S.-A., J.C.G.,
G.M.C.L., B.M.F., M.G.P., A.V.-d.-S., L.B.C., C.S., C.C.-N., L.R., L.H.T., K.C., A.R.T. and W.B.D. All
authors have read and agreed to the published version of the manuscript.

Funding: This research was funded by the Conselho Nacional de Desenvolvimento Científico e Tec-
nológico under #308915/2018-6 and #314771/2021-2 to W.B.D. and #408314/2021-4 and #307360/2021-0 to
A.R.T. and the Fundação Carlos Chagas Filho de Amparo à Pesquisa do Estado do Rio de Janeiro–FAPERJ
under #E-26/210.549/2019 to W.B.D. and #E-26/200.376/2023 and #E-26/210.898/2014 to A.R.T.

Institutional Review Board Statement: Not applicable.

Informed Consent Statement: Not applicable.

Data Availability Statement: The data presented in this study are available in this article.

Acknowledgments: The authors would like to thank Plataforma de Imunoanálise (PIA) and Plataforma
de Microscopia Óptica de Luz Gustavo de Oliveira Castro (PLAMOL) of the Instituto de Biofísica
Carlos Chagas Filho.

Conflicts of Interest: The authors declare no conflict of interest.

References
1. Stupp, R.; Hegi, M.E.; Mason, W.P.; van den Bent, M.J.; Taphoorn, M.J.; Janzer, R.C.; Ludwin, S.K.; Allgeier, A.; Fisher, B.;

Belanger, K.; et al. Effects of radiotherapy with concomitant and adjuvant temozolomide versus radiotherapy alone on survival
in glioblastoma in a randomised phase III study: 5-year analysis of the EORTC-NCIC trial. Lancet Oncol. 2009, 10, 459–466.
[CrossRef] [PubMed]

2. Hanif, F.; Muzaffar, K.; Perveen, K.; Malhi, S.M.; Simjee Sh, U. Glioblastoma Multiforme: A Review of its Epidemiology and
Pathogenesis through Clinical Presentation and Treatment. Asian Pac. J. Cancer Prev. 2017, 18, 3–9. [CrossRef] [PubMed]

3. Broekman, M.L.; Maas, S.L.N.; Abels, E.R.; Mempel, T.R.; Krichevsky, A.M.; Breakefield, X.O. Multidimensional communication
in the microenvirons of glioblastoma. Nat. Rev. Neurol. 2018, 14, 482–495. [CrossRef]

4. Stupp, R.; Taillibert, S.; Kanner, A.A.; Kesari, S.; Steinberg, D.M.; Toms, S.A.; Taylor, L.P.; Lieberman, F.; Silvani, A.; Fink, K.L.;
et al. Maintenance Therapy With Tumor-Treating Fields Plus Temozolomide vs. Temozolomide Alone for Glioblastoma: A
Randomized Clinical Trial. JAMA 2015, 314, 2535–2543. [CrossRef]

5. Singh, N.; Miner, A.; Hennis, L.; Mittal, S. Mechanisms of temozolomide resistance in glioblastoma—A comprehensive review.
Cancer Drug Resist. 2021, 4, 17–43. [CrossRef] [PubMed]

https://www.mdpi.com/article/10.3390/cancers15194740/s1
https://www.mdpi.com/article/10.3390/cancers15194740/s1
https://doi.org/10.1016/S1470-2045(09)70025-7
https://www.ncbi.nlm.nih.gov/pubmed/19269895
https://doi.org/10.22034/APJCP.2017.18.1.3
https://www.ncbi.nlm.nih.gov/pubmed/28239999
https://doi.org/10.1038/s41582-018-0025-8
https://doi.org/10.1001/jama.2015.16669
https://doi.org/10.20517/cdr.2020.79
https://www.ncbi.nlm.nih.gov/pubmed/34337348


Cancers 2023, 15, 4740 16 of 18

6. Strobel, H.; Baisch, T.; Fitzel, R.; Schilberg, K.; Siegelin, M.D.; Karpel-Massler, G.; Debatin, K.M.; Westhoff, M.A. Temozolomide
and Other Alkylating Agents in Glioblastoma Therapy. Biomedicines 2019, 7, 69. [CrossRef] [PubMed]

7. Oliver, L.; Lalier, L.; Salaud, C.; Heymann, D.; Cartron, P.F.; Vallette, F.M. Drug resistance in glioblastoma: Are persisters the key
to therapy? Cancer Drug Resist. 2020, 3, 287–301. [CrossRef]

8. El-Khayat, S.M.; Arafat, W.O. Therapeutic strategies of recurrent glioblastoma and its molecular pathways ‘Lock up the beast’.
Ecancermedicalscience 2021, 15, 1176. [CrossRef]

9. Lim, M.; Xia, Y.; Bettegowda, C.; Weller, M. Current state of immunotherapy for glioblastoma. Nat. Rev. Clin. Oncol. 2018, 15,
422–442. [CrossRef]

10. Qazi, M.A.; Vora, P.; Venugopal, C.; Sidhu, S.S.; Moffat, J.; Swanton, C.; Singh, S.K. Intratumoral heterogeneity: Pathways to
treatment resistance and relapse in human glioblastoma. Ann. Oncol. 2017, 28, 1448–1456. [CrossRef]

11. Zhou, W.; Wahl, D.R. Metabolic Abnormalities in Glioblastoma and Metabolic Strategies to Overcome Treatment Resistance.
Cancers 2019, 11, 1231. [CrossRef] [PubMed]

12. Bi, J.; Chowdhry, S.; Wu, S.; Zhang, W.; Masui, K.; Mischel, P.S. Altered cellular metabolism in gliomas—An emerging landscape
of actionable co-dependency targets. Nat. Rev. Cancer 2020, 20, 57–70. [CrossRef] [PubMed]

13. Hart, G.W.; Housley, M.P.; Slawson, C. Cycling of O-linked beta-N-acetylglucosamine on nucleocytoplasmic proteins. Nature
2007, 446, 1017–1022. [CrossRef] [PubMed]

14. Dias, W.B.; Hart, G.W. O-GlcNAc modification in diabetes and Alzheimer’s disease. Mol. Biosyst. 2007, 3, 766–772. [CrossRef]
15. Ciraku, L.; Esquea, E.M.; Reginato, M.J. O-GlcNAcylation regulation of cellular signaling in cancer. Cell Signal 2022, 90, 110201.

[CrossRef]
16. de Queiroz, R.M.; Carvalho, E.; Dias, W.B. O-GlcNAcylation: The Sweet Side of the Cancer. Front. Oncol. 2014, 4, 132. [CrossRef]
17. Liu, C.; Li, J. O-GlcNAc: A Sweetheart of the Cell Cycle and DNA Damage Response. Front. Endocrinol. 2018, 9, 415. [CrossRef]
18. Wu, H.F.; Huang, C.W.; Art, J.; Liu, H.X.; Hart, G.W.; Zeltner, N. O-GlcNAcylation is crucial for sympathetic neuron development,

maintenance, functionality and contributes to peripheral neuropathy. Front. Neurosci. 2023, 17, 1137847. [CrossRef]
19. Lee, S.J.; Kwon, O.S. O-GlcNAc Transferase Inhibitor Synergistically Enhances Doxorubicin-Induced Apoptosis in HepG2 Cells.

Cancers 2020, 12, 3154. [CrossRef]
20. Guo, B.; Liang, Q.; Li, L.; Hu, Z.; Wu, F.; Zhang, P.; Ma, Y.; Zhao, B.; Kovacs, A.L.; Zhang, Z.; et al. O-GlcNAc-modification of

SNAP-29 regulates autophagosome maturation. Nat. Cell Biol. 2014, 16, 1215–1226. [CrossRef]
21. Li, X.; Gong, W.; Wang, H.; Li, T.; Attri, K.S.; Lewis, R.E.; Kalil, A.C.; Bhinderwala, F.; Powers, R.; Yin, G.; et al. O-GlcNAc

Transferase Suppresses Inflammation and Necroptosis by Targeting Receptor-Interacting Serine/Threonine-Protein Kinase 3.
Immunity 2019, 50, 576–590.e6. [CrossRef]

22. Rahman, M.A.; Cho, Y.; Hwang, H.; Rhim, H. Pharmacological Inhibition of O-GlcNAc Transferase Promotes mTOR-Dependent
Autophagy in Rat Cortical Neurons. Brain Sci. 2020, 10, 958. [CrossRef] [PubMed]

23. Jin, L.; Yuan, F.; Dai, G.; Yao, Q.; Xiang, H.; Wang, L.; Xue, B.; Shan, Y.; Liu, X. Blockage of O-linked GlcNAcylation induces
AMPK-dependent autophagy in bladder cancer cells. Cell Mol. Biol. Lett. 2020, 25, 17. [CrossRef] [PubMed]

24. Mathew, R.; Karp, C.M.; Beaudoin, B.; Vuong, N.; Chen, G.; Chen, H.Y.; Bray, K.; Reddy, A.; Bhanot, G.; Gelinas, C.; et al.
Autophagy suppresses tumorigenesis through elimination of p62. Cell 2009, 137, 1062–1075. [CrossRef] [PubMed]

25. Aman, Y.; Schmauck-Medina, T.; Hansen, M.; Morimoto, R.I.; Simon, A.K.; Bjedov, I.; Palikaras, K.; Simonsen, A.; Johansen, T.;
Tavernarakis, N.; et al. Autophagy in healthy aging and disease. Nat. Aging 2021, 1, 634–650. [CrossRef] [PubMed]

26. Cheong, H. Integrating autophagy and metabolism in cancer. Arch. Pharm. Res. 2015, 38, 358–371. [CrossRef] [PubMed]
27. Compter, I.; Eekers, D.B.P.; Hoeben, A.; Rouschop, K.M.A.; Reymen, B.; Ackermans, L.; Beckervordersantforth, J.; Bauer, N.J.C.;

Anten, M.M.; Wesseling, P.; et al. Chloroquine combined with concurrent radiotherapy and temozolomide for newly diagnosed
glioblastoma: A phase IB trial. Autophagy 2021, 17, 2604–2612. [CrossRef]

28. Taylor, M.A.; Das, B.C.; Ray, S.K. Targeting autophagy for combating chemoresistance and radioresistance in glioblastoma.
Apoptosis 2018, 23, 563–575. [CrossRef]

29. Rahman, M.A.; Hwang, H.; Cho, Y.; Rhim, H. Modulation of O-GlcNAcylation Regulates Autophagy in Cortical Astrocytes.
Oxid. Med. Cell Longev. 2019, 2019, 6279313. [CrossRef]

30. Balca-Silva, J.; Matias, D.; Do Carmo, A.; Dubois, L.G.; Goncalves, A.C.; Girao, H.; Canedo, N.H.S.; Correia, A.H.; De Souza,
J.M.; Sarmento-Ribeiro, A.B.; et al. Glioblastoma entities express subtle differences in molecular composition and response to
treatment. Oncol. Rep. 2017, 38, 1341–1352. [CrossRef]

31. Diniz, L.P.; Almeida, J.C.; Tortelli, V.; Vargas Lopes, C.; Setti-Perdigao, P.; Stipursky, J.; Kahn, S.A.; Romao, L.F.; de Miranda, J.;
Alves-Leon, S.V.; et al. Astrocyte-induced synaptogenesis is mediated by transforming growth factor beta signaling through
modulation of D-serine levels in cerebral cortex neurons. J. Biol. Chem. 2012, 287, 41432–41445. [CrossRef] [PubMed]

32. Tan, E.; Chin, C.S.H.; Lim, Z.F.S.; Ng, S.K. HEK293 Cell Line as a Platform to Produce Recombinant Proteins and Viral Vectors.
Front. Bioeng. Biotechnol. 2021, 9, 796991. [CrossRef] [PubMed]

33. Reynolds, E.S. The use of lead citrate at high pH as an electron-opaque stain in electron microscopy. J. Cell Biol. 1963, 17, 208–212.
[CrossRef]

34. de Queiroz, R.M.; Oliveira, I.A.; Piva, B.; Bouchuid Catao, F.; da Costa Rodrigues, B.; da Costa Pascoal, A.; Diaz, B.L.; Todeschini,
A.R.; Caarls, M.B.; Dias, W.B. Hexosamine Biosynthetic Pathway and Glycosylation Regulate Cell Migration in Melanoma Cells.
Front. Oncol. 2019, 9, 116. [CrossRef] [PubMed]

https://doi.org/10.3390/biomedicines7030069
https://www.ncbi.nlm.nih.gov/pubmed/31505812
https://doi.org/10.20517/cdr.2020.29
https://doi.org/10.3332/ecancer.2021.1176
https://doi.org/10.1038/s41571-018-0003-5
https://doi.org/10.1093/annonc/mdx169
https://doi.org/10.3390/cancers11091231
https://www.ncbi.nlm.nih.gov/pubmed/31450721
https://doi.org/10.1038/s41568-019-0226-5
https://www.ncbi.nlm.nih.gov/pubmed/31806884
https://doi.org/10.1038/nature05815
https://www.ncbi.nlm.nih.gov/pubmed/17460662
https://doi.org/10.1039/b704905f
https://doi.org/10.1016/j.cellsig.2021.110201
https://doi.org/10.3389/fonc.2014.00132
https://doi.org/10.3389/fendo.2018.00415
https://doi.org/10.3389/fnins.2023.1137847
https://doi.org/10.3390/cancers12113154
https://doi.org/10.1038/ncb3066
https://doi.org/10.1016/j.immuni.2019.01.007
https://doi.org/10.3390/brainsci10120958
https://www.ncbi.nlm.nih.gov/pubmed/33317171
https://doi.org/10.1186/s11658-020-00208-x
https://www.ncbi.nlm.nih.gov/pubmed/32174982
https://doi.org/10.1016/j.cell.2009.03.048
https://www.ncbi.nlm.nih.gov/pubmed/19524509
https://doi.org/10.1038/s43587-021-00098-4
https://www.ncbi.nlm.nih.gov/pubmed/34901876
https://doi.org/10.1007/s12272-015-0562-2
https://www.ncbi.nlm.nih.gov/pubmed/25614051
https://doi.org/10.1080/15548627.2020.1816343
https://doi.org/10.1007/s10495-018-1480-9
https://doi.org/10.1155/2019/6279313
https://doi.org/10.3892/or.2017.5799
https://doi.org/10.1074/jbc.M112.380824
https://www.ncbi.nlm.nih.gov/pubmed/23055518
https://doi.org/10.3389/fbioe.2021.796991
https://www.ncbi.nlm.nih.gov/pubmed/34966729
https://doi.org/10.1083/jcb.17.1.208
https://doi.org/10.3389/fonc.2019.00116
https://www.ncbi.nlm.nih.gov/pubmed/30891426


Cancers 2023, 15, 4740 17 of 18

35. Bernardo, P.S.; Guimaraes, G.H.C.; De Faria, F.C.C.; Longo, G.; Lopes, G.P.F.; Netto, C.D.; Costa, P.R.R.; Maia, R.C. LQB-118
compound inhibits migration and induces cell death in glioblastoma cells. Oncol. Rep. 2020, 43, 346–357. [CrossRef] [PubMed]

36. Tan, E.P.; Duncan, F.E.; Slawson, C. The sweet side of the cell cycle. Biochem. Soc. Trans. 2017, 45, 313–322. [CrossRef]
37. Khan, I.; Baig, M.H.; Mahfooz, S.; Rahim, M.; Karacam, B.; Elbasan, E.B.; Ulasov, I.; Dong, J.J.; Hatiboglu, M.A. Deciphering the

Role of Autophagy in Treatment of Resistance Mechanisms in Glioblastoma. Int. J. Mol. Sci. 2021, 22, 1318. [CrossRef]
38. Lamb, C.A.; Joachim, J.; Tooze, S.A. Quantifying Autophagic Structures in Mammalian Cells Using Confocal Microscopy.

Methods Enzymol. 2017, 587, 21–42. [CrossRef]
39. Ortiz-Meoz, R.F.; Jiang, J.; Lazarus, M.B.; Orman, M.; Janetzko, J.; Fan, C.; Duveau, D.Y.; Tan, Z.W.; Thomas, C.J.; Walker, S. A

small molecule that inhibits OGT activity in cells. ACS Chem. Biol. 2015, 10, 1392–1397. [CrossRef]
40. Mauthe, M.; Orhon, I.; Rocchi, C.; Zhou, X.; Luhr, M.; Hijlkema, K.J.; Coppes, R.P.; Engedal, N.; Mari, M.; Reggiori, F. Chloroquine

inhibits autophagic flux by decreasing autophagosome-lysosome fusion. Autophagy 2018, 14, 1435–1455. [CrossRef]
41. Bjorkoy, G.; Lamark, T.; Pankiv, S.; Overvatn, A.; Brech, A.; Johansen, T. Monitoring autophagic degradation of p62/SQSTM1.

Methods Enzymol. 2009, 452, 181–197. [CrossRef] [PubMed]
42. Joseph, J.V.; Blaavand, M.S.; Daubon, T.; Kruyt, F.A.; Thomsen, M.K. Three-dimensional culture models to study glioblastoma—

Current trends and future perspectives. Curr. Opin. Pharmacol. 2021, 61, 91–97. [CrossRef] [PubMed]
43. Zhan, Q.; Yi, K.; Cui, X.; Li, X.; Yang, S.; Wang, Q.; Fang, C.; Tan, Y.; Li, L.; Xu, C.; et al. Blood exosomes-based targeted delivery of

cPLA2 siRNA and metformin to modulate glioblastoma energy metabolism for tailoring personalized therapy. Neuro Oncol. 2022,
24, 1871–1883. [CrossRef] [PubMed]

44. Akella, N.M.; Ciraku, L.; Reginato, M.J. Fueling the fire: Emerging role of the hexosamine biosynthetic pathway in cancer.
BMC Biol. 2019, 17, 52. [CrossRef] [PubMed]

45. Rao, X.; Duan, X.; Mao, W.; Li, X.; Li, Z.; Li, Q.; Zheng, Z.; Xu, H.; Chen, M.; Wang, P.G.; et al. O-GlcNAcylation of G6PD promotes
the pentose phosphate pathway and tumor growth. Nat. Commun. 2015, 6, 8468. [CrossRef]

46. Lee, J.B.; Pyo, K.H.; Kim, H.R. Role and Function of O-GlcNAcylation in Cancer. Cancers 2021, 13, 5365. [CrossRef]
47. Woo, S.Y.; Lee, S.Y.; Yu, S.L.; Park, S.J.; Kang, D.; Kim, J.S.; Jeong, I.B.; Kwon, S.J.; Hwang, W.J.; Park, C.R.; et al. MicroRNA-7-5p’s

role in the O-GlcNAcylation and cancer metabolism. Noncoding RNA Res. 2020, 5, 201–207. [CrossRef]
48. Lee, B.E.; Suh, P.G.; Kim, J.I. O-GlcNAcylation in health and neurodegenerative diseases. Exp. Mol. Med. 2021, 53, 1674–1682.

[CrossRef]
49. Thompson, J.W.; Griffin, M.E.; Hsieh-Wilson, L.C. Methods for the Detection, Study, and Dynamic Profiling of O-GlcNAc

Glycosylation. Methods Enzymol. 2018, 598, 101–135. [CrossRef]
50. Fardini, Y.; Dehennaut, V.; Lefebvre, T.; Issad, T. O-GlcNAcylation: A New Cancer Hallmark? Front. Endocrinol. 2013, 4, 99.

[CrossRef]
51. Ma, Z.; Vosseller, K. O-GlcNAc in cancer biology. Amino Acids 2013, 45, 719–733. [CrossRef] [PubMed]
52. Zhu, Q.; Zhou, H.; Wu, L.; Lai, Z.; Geng, D.; Yang, W.; Zhang, J.; Fan, Z.; Qin, W.; Wang, Y.; et al. O-GlcNAcylation promotes

pancreatic tumor growth by regulating malate dehydrogenase 1. Nat. Chem. Biol. 2022, 18, 1087–1095. [CrossRef] [PubMed]
53. Ciraku, L.; Bacigalupa, Z.A.; Ju, J.; Moeller, R.A.; Le Minh, G.; Lee, R.H.; Smith, M.D.; Ferrer, C.M.; Trefely, S.; Izzo, L.T.; et al.

O-GlcNAc transferase regulates glioblastoma acetate metabolism via regulation of CDK5-dependent ACSS2 phosphorylation.
Oncogene 2022, 41, 2122–2136. [CrossRef] [PubMed]

54. Zhu, G.; Qian, M.; Lu, L.; Chen, Y.; Zhang, X.; Wu, Q.; Liu, Y.; Bian, Z.; Yang, Y.; Guo, S.; et al. O-GlcNAcylation of YY1 stimulates
tumorigenesis in colorectal cancer cells by targeting SLC22A15 and AANAT. Carcinogenesis 2019, 40, 1121–1131. [CrossRef]
[PubMed]

55. Xu, D.; Wang, W.; Bian, T.; Yang, W.; Shao, M.; Yang, H. Increased expression of O-GlcNAc transferase (OGT) is a biomarker for
poor prognosis and allows tumorigenesis and invasion in colon cancer. Int. J. Clin. Exp. Pathol. 2019, 12, 1305–1314.

56. Oki, T.; Yamazaki, K.; Kuromitsu, J.; Okada, M.; Tanaka, I. cDNA cloning and mapping of a novel subtype of glutamine:fructose-
6-phosphate amidotransferase (GFAT2) in human and mouse. Genomics 1999, 57, 227–234. [CrossRef]

57. Yang, C.; Peng, P.; Li, L.; Shao, M.; Zhao, J.; Wang, L.; Duan, F.; Song, S.; Wu, H.; Zhang, J.; et al. High expression of GFAT1
predicts poor prognosis in patients with pancreatic cancer. Sci. Rep. 2016, 6, 39044. [CrossRef]

58. Vasconcelos-Dos-Santos, A.; Loponte, H.F.; Mantuano, N.R.; Oliveira, I.A.; de Paula, I.F.; Teixeira, L.K.; de-Freitas-Junior, J.C.;
Gondim, K.C.; Heise, N.; Mohana-Borges, R.; et al. Hyperglycemia exacerbates colon cancer malignancy through hexosamine
biosynthetic pathway. Oncogenesis 2017, 6, e306. [CrossRef]

59. Itkonen, H.M.; Gorad, S.S.; Duveau, D.Y.; Martin, S.E.S.; Barkovskaya, A.; Bathen, T.F.; Moestue, S.A.; Mills, I.G. Inhibition of
O-GlcNAc transferase activity reprograms prostate cancer cell metabolism. Oncotarget 2016, 7, 12464. [CrossRef]

60. Wang, Z.; Kuang, T.; Wu, W.; Wang, D.; Lou, W.; Jin, D.; Xu, X.; Zhang, L. GFAT1 is highly expressed in cancer stem cells of
pancreatic cancer. Ann. Transl. Med. 2022, 10, 544. [CrossRef]

61. Jiang, M.; Qiu, Z.; Zhang, S.; Fan, X.; Cai, X.; Xu, B.; Li, X.; Zhou, J.; Zhang, X.; Chu, Y.; et al. Elevated O-GlcNAcylation promotes
gastric cancer cells proliferation by modulating cell cycle related proteins and ERK 1/2 signaling. Oncotarget 2016, 7, 61390–61402.
[CrossRef] [PubMed]

62. Cheng, S.P.; Yang, P.S.; Chien, M.N.; Chen, M.J.; Lee, J.J.; Liu, C.L. Aberrant expression of tumor-associated carbohydrate antigen
Globo H in thyroid carcinoma. J. Surg. Oncol. 2016, 114, 853–858. [CrossRef]

https://doi.org/10.3892/or.2019.7402
https://www.ncbi.nlm.nih.gov/pubmed/31746438
https://doi.org/10.1042/BST20160145
https://doi.org/10.3390/ijms22031318
https://doi.org/10.1016/bs.mie.2016.09.051
https://doi.org/10.1021/acschembio.5b00004
https://doi.org/10.1080/15548627.2018.1474314
https://doi.org/10.1016/S0076-6879(08)03612-4
https://www.ncbi.nlm.nih.gov/pubmed/19200883
https://doi.org/10.1016/j.coph.2021.08.019
https://www.ncbi.nlm.nih.gov/pubmed/34656940
https://doi.org/10.1093/neuonc/noac071
https://www.ncbi.nlm.nih.gov/pubmed/35312010
https://doi.org/10.1186/s12915-019-0671-3
https://www.ncbi.nlm.nih.gov/pubmed/31272438
https://doi.org/10.1038/ncomms9468
https://doi.org/10.3390/cancers13215365
https://doi.org/10.1016/j.ncrna.2020.11.003
https://doi.org/10.1038/s12276-021-00709-5
https://doi.org/10.1016/bs.mie.2017.06.009
https://doi.org/10.3389/fendo.2013.00099
https://doi.org/10.1007/s00726-013-1543-8
https://www.ncbi.nlm.nih.gov/pubmed/23836420
https://doi.org/10.1038/s41589-022-01085-5
https://www.ncbi.nlm.nih.gov/pubmed/35879546
https://doi.org/10.1038/s41388-022-02237-6
https://www.ncbi.nlm.nih.gov/pubmed/35190642
https://doi.org/10.1093/carcin/bgz010
https://www.ncbi.nlm.nih.gov/pubmed/30715269
https://doi.org/10.1006/geno.1999.5785
https://doi.org/10.1038/srep39044
https://doi.org/10.1038/oncsis.2017.2
https://doi.org/10.18632/oncotarget.7039
https://doi.org/10.21037/atm-22-1946
https://doi.org/10.18632/oncotarget.11359
https://www.ncbi.nlm.nih.gov/pubmed/27542217
https://doi.org/10.1002/jso.24479


Cancers 2023, 15, 4740 18 of 18

63. Oliveira-Nunes, M.C.; Juliao, G.; Menezes, A.; Mariath, F.; Hanover, J.A.; Evaristo, J.A.M.; Nogueira, F.C.S.; Dias, W.B.; de
Abreu Pereira, D.; Carneiro, K. O-GlcNAcylation protein disruption by Thiamet G promotes changes on the GBM U87-MG cells
secretome molecular signature. Clin. Proteom. 2021, 18, 14. [CrossRef]

64. Pyo, K.E.; Kim, C.R.; Lee, M.; Kim, J.S.; Kim, K.I.; Baek, S.H. ULK1 O-GlcNAcylation Is Crucial for Activating VPS34 via ATG14L
during Autophagy Initiation. Cell Rep. 2018, 25, 2878–2890.e4. [CrossRef] [PubMed]

65. Wani, W.Y.; Ouyang, X.; Benavides, G.A.; Redmann, M.; Cofield, S.S.; Shacka, J.J.; Chatham, J.C.; Darley-Usmar, V.; Zhang, J.
O-GlcNAc regulation of autophagy and alpha-synuclein homeostasis; implications for Parkinson’s disease. Mol. Brain 2017, 10, 32.
[CrossRef] [PubMed]

66. Zhu, Y.; Shan, X.; Safarpour, F.; Erro Go, N.; Li, N.; Shan, A.; Huang, M.C.; Deen, M.; Holicek, V.; Ashmus, R.; et al. Pharmacological
Inhibition of O-GlcNAcase Enhances Autophagy in Brain through an mTOR-Independent Pathway. ACS Chem. Neurosci. 2018, 9,
1366–1379. [CrossRef] [PubMed]

67. Escamilla-Ramirez, A.; Castillo-Rodriguez, R.A.; Zavala-Vega, S.; Jimenez-Farfan, D.; Anaya-Rubio, I.; Briseno, E.; Palencia, G.;
Guevara, P.; Cruz-Salgado, A.; Sotelo, J.; et al. Autophagy as a Potential Therapy for Malignant Glioma. Pharmaceuticals 2020, 13, 156.
[CrossRef]

68. Kumar, A.; Singh, P.K.; Parihar, R.; Dwivedi, V.; Lakhotia, S.C.; Ganesh, S. Decreased O-linked GlcNAcylation protects from
cytotoxicity mediated by huntingtin exon1 protein fragment. J. Biol. Chem. 2014, 289, 13543–13553. [CrossRef]

69. Buccarelli, M.; Marconi, M.; Pacioni, S.; De Pascalis, I.; D’Alessandris, Q.G.; Martini, M.; Ascione, B.; Malorni, W.; Larocca,
L.M.; Pallini, R.; et al. Inhibition of autophagy increases susceptibility of glioblastoma stem cells to temozolomide by igniting
ferroptosis. Cell Death Dis. 2018, 9, 841. [CrossRef]

70. Huang, T.; Kim, C.K.; Alvarez, A.A.; Pangeni, R.P.; Wan, X.; Song, X.; Shi, T.; Yang, Y.; Sastry, N.; Horbinski, C.M.; et al. MST4
Phosphorylation of ATG4B Regulates Autophagic Activity, Tumorigenicity, and Radioresistance in Glioblastoma. Cancer Cell
2017, 32, 840–855.e8. [CrossRef]

71. Lin, J.L.; Chen, H.C.; Fang, H.I.; Robinson, D.; Kung, H.J.; Shih, H.M. MST4, a new Ste20-related kinase that mediates cell growth
and transformation via modulating ERK pathway. Oncogene 2001, 20, 6559–6569. [CrossRef] [PubMed]

72. Dong, X.; Shu, L.; Zhang, J.; Yang, X.; Cheng, X.; Zhao, X.; Qu, W.; Zhu, Q.; Shou, Y.; Peng, G.; et al. Ogt-mediated O-GlcNAcylation
inhibits astrocytes activation through modulating NF-kappaB signaling pathway. J. Neuroinflamm. 2023, 20, 146. [CrossRef]
[PubMed]

73. Mousavi, N. Characterization of in vitro 3D cultures. APMIS 2021, 129 (Suppl. S142), 1–30. [CrossRef] [PubMed]
74. Ryu, N.E.; Lee, S.H.; Park, H. Spheroid Culture System Methods and Applications for Mesenchymal Stem Cells. Cells 2019, 8, 1620.

[CrossRef]
75. LaPlaca, M.C.; Vernekar, V.N.; Shoemaker, J.T.; Cullen, D.K.; Coulter, W. Three-dimensional neuronal cultures. In Methods in

Bioengineering: 3D Tissue Engineering; Artech House: Norwood, MA, USA, 2010; pp. 187–204.
76. Shimizu, M.; Tanaka, N. IL-8-induced O-GlcNAc modification via GLUT3 and GFAT regulates cancer stem cell-like properties in

colon and lung cancer cells. Oncogene 2019, 38, 1520–1533. [CrossRef] [PubMed]
77. Liu, Y.; Cao, Y.; Pan, X.; Shi, M.; Wu, Q.; Huang, T.; Jiang, H.; Li, W.; Zhang, J. O-GlcNAc elevation through activation of the

hexosamine biosynthetic pathway enhances cancer cell chemoresistance. Cell Death Dis. 2018, 9, 485. [CrossRef]
78. Caldwell, S.A.; Jackson, S.R.; Shahriari, K.S.; Lynch, T.P.; Sethi, G.; Walker, S.; Vosseller, K.; Reginato, M.J. Nutrient sensor

O-GlcNAc transferase regulates breast cancer tumorigenesis through targeting of the oncogenic transcription factor FoxM1.
Oncogene 2010, 29, 2831–2842. [CrossRef]

79. Jaskiewicz, N.M.; Townson, D.H. Hyper-O-GlcNAcylation promotes epithelial-mesenchymal transition in endometrial cancer
cells. Oncotarget 2019, 10, 2899–2910. [CrossRef]

Disclaimer/Publisher’s Note: The statements, opinions and data contained in all publications are solely those of the individual
author(s) and contributor(s) and not of MDPI and/or the editor(s). MDPI and/or the editor(s) disclaim responsibility for any injury to
people or property resulting from any ideas, methods, instructions or products referred to in the content.

https://doi.org/10.1186/s12014-021-09317-x
https://doi.org/10.1016/j.celrep.2018.11.042
https://www.ncbi.nlm.nih.gov/pubmed/30517873
https://doi.org/10.1186/s13041-017-0311-1
https://www.ncbi.nlm.nih.gov/pubmed/28724388
https://doi.org/10.1021/acschemneuro.8b00015
https://www.ncbi.nlm.nih.gov/pubmed/29460617
https://doi.org/10.3390/ph13070156
https://doi.org/10.1074/jbc.M114.553321
https://doi.org/10.1038/s41419-018-0864-7
https://doi.org/10.1016/j.ccell.2017.11.005
https://doi.org/10.1038/sj.onc.1204818
https://www.ncbi.nlm.nih.gov/pubmed/11641781
https://doi.org/10.1186/s12974-023-02824-8
https://www.ncbi.nlm.nih.gov/pubmed/37349834
https://doi.org/10.1111/apm.13168
https://www.ncbi.nlm.nih.gov/pubmed/34399444
https://doi.org/10.3390/cells8121620
https://doi.org/10.1038/s41388-018-0533-4
https://www.ncbi.nlm.nih.gov/pubmed/30305725
https://doi.org/10.1038/s41419-018-0522-0
https://doi.org/10.1038/onc.2010.41
https://doi.org/10.18632/oncotarget.26884

	Introduction 
	Materials and Methods 
	GB Cell Lines and Human Astrocytes 
	Cell Line Observation 
	Obtaining the U87MG GFP-LC3+ and Immunofluorescence Microscopy 
	Transmission Electron Microscopy of the Ultrathin Sections 
	Immunoblotting 
	Cell Cycle and Annexin V Assay 
	Ki-67 Flow Cytometry Staining Protocol 
	Trypan Blue Assay and MTT Assay 
	Growth Kinetics of 3D Cellular Spheroids 
	Statistical Analysis 

	Results 
	O-GlcNAcylation, OGT, and GFAT2 Were Elevated in GB Cells 
	Elevated O-GlcNAcylation Promoted an Increase in the Number of Viable Cells Not Affecting Cell Cycle Progression in the GB Cells 
	O-GlcNAcylation Modulated Autophagy in the U87MG Cells 
	Hypo-O-GlcNAcylation Reduced the Viability and Proliferation of the GB Cells but Not the Astrocytes 
	O-GlcNAcylation Inhibition Enhanced GB Sensitivity to TMZ Chemotherapy 
	Synergistic Effects of Osmi-1 and TMZ in GB Apoptosis 

	Discussion 
	Conclusions 
	References

