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P110, P113, C517,C404, C507 - GAPDH blots were used for Figure 5a and 8a.

P108 was excluded for wrong diagnose.

C403 and C514 were excluded for other diseases.

RAW 264.7 was used for positive control.

507 - AHR blots were used for Figure 5a.
P108 was excluded for wrong diagnose.
P108 was excluded for wrong diagnose.

d C514 were excluded for other diseases.

RAW 264.7 was used for positive control
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PD1 blots were used for Figure 8a.
P108 was excluded for wrong diagnose.

C403 and C514 were excluded for other diseases.

Healthy controls RAW 264.7 was used for positive control

(C517, C404, C507, C403, C514)
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2. PVDF MEMBRANE was used only for normalised analysis.

P124 was excluded for wrong diagnose.

C401, C510, C515 were excluded for other diseases
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