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Supplementary Figure S1. EN and EN+i interactome comparisons. 

This figure shows the analysis of clustered interactors from Figure 2 C, using reactome terms. The 
terms related to the overrepresented term areas are color-coded: green for cell cycle, blue for kinase 
signaling, and orange for Rho GTPase signaling 

Supplementary Figure S2. Comparison of EN, EN2, ETV6, and NTRK3 interactors. 

A) Venn diagram showing the overlap of interactors for EN1-4, EN2, ETV6, and NTRK3.

B) KEGG pathway analysis of EN1-4 unique interactors that were not found in wild type ETV6 or
NTRK3.

Supplementary Figure S3. Venn diagram comparison of EN2, EN2 treated with selitrectinib, and EN2
+i interactomes. 

This figure shows a Venn diagram comparing the interactomes of EN2, EN2 treated with selitrectinib, 
and EN2+i. 


