Suppl. Figure S1: Control stainings for all antibodies used in this study
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Suppl. Figure S2: Survival Function of nuclear TRa,, TRat is
not a significant prognosticator for overall Survival, ten

year survival or disease free survival
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Suppl. Figure S3: Survival Function of cytoplasmic
TRa2, cytoplasmic TRa2 is not a significant
prognosticator for overall Survival, ten year survival or
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Suppl. Figure S4: Survival Function of cytoplasmic TRal,
cytoplasmic TRal is not a significant prognosticator for
overall Survival, ten year survival or disease free survival
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Suppl. Figure S5: Survival Function of nuclear TRal1,
nuclear TRal is not a significant prognosticator for overall
Survival, ten year survival or disease free survival
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