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Enrichment plot: EXTRACELLULAR_REGION
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Enrichment plot: ACTIN_FILAMENT_BASED_PROCESS
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Supplementary Figure S$8: Enrichment plots of highly enriched gene sets listed in Supplemantary Table S6 for (a)
GSE62254 and (b) GSE15459. Genesets related to the extracellular matrix, cytoskeleton and a reduction of metabolic
processes and cell growth were noted. The groups in the enrichment plot are A: SD, B: SU.



