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Ontology ID Description
G@:0034599
CDKNJA cellular response to oxidative
sasTilt G0:0010038 BP G0:0034599 —
[]
K3B 2
GSK3 GOpPU30038 BP G0:0010038 response to metal ion
ool GO;0002262
BP G0:0030099 myeloid cell differentiation
CDKIN2A G0:0000792
BP G0:0002262 myeloid cell homeostasis
TRRC GO0:0044853 (0/0] G0:0000792 heterochromatin
Counts CcC G0:0044853 plasma membrane raft
SWAT3 G0:0016328
. 2 CcC G0:0016323 basolateral plasma membrane
@DH1 G0:0001088 . 4 ME G0:0001085 RNA polymerase Il transcription
. 6 factor binding
SRXN1 GO0:0004674 ME G0:0004674 protein serine/threonine kinase
: activity
SIRT1 G0:0001158 MF 00001158 enhancer sequlen(l:e—speaflc DNA
binding
ARE7 hsggpes KEGG hsa04068 FoxO signaling pathway
MA® hsg@g012 KEGG hsa04012 ErbB signaling pathway
MAPK3 hsa@4066
L] e KEGG hsa04066 HIF-1 signaling pathway
NFE22 hsa04216 i
G6HD hs905221 KEGG hsa04216 Ferroptosis
KEGG hsa05221 Acute myeloid leukemia



