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‘ PPP2R2B 145,661,210

OGM

chrs

126,803,710

146,674,262

DEL

19,870,552

LMNB1-PPP2R2B

WGS

Chrs

126,805,056

146,661,210

DEL

19,856,154
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G- - TCGACTAC- TATAGGGCGATTGGGCCCT CTAGAT GCAT GCT! GTGTGATGGATATCTGCAGAATT

- - - TCAACTAC- TATAGGGCGATTGGGCCCT CTAGAT GCAT GCTCGAGCGGCCGCCAGT GT GATGGATATCTGCAGAATT 76
GATTCGACTAC- TATAGGGCGATTGGGCCCT CTAGAT GCAT GCTCGAGCGGCCGCCAGT GTGATGGATATCTGCAGAATT 79
GTATCGACTACCTATAGGGCGATTGGGCCCT CTAGAT GCAT GCTCGAGCGGCCGCCAGT GTGATGGATATCTGCAGAATT 80

TTCTTAATGGCGCCCAGAT CAAGCTTCGAGAATAT GAAGCAGCACTGA. TTCGAA. GATGCAGCTCTTGCTACTG

GCCCTTTCTTAAT GGCGCCCAGATCAAGCTTCGAGAATAT GAAGCAGCACT GAATT CGAAAGAT GCAGCTCTTGCTACTG

90 100 110 120 130 140 150 160
rrrrr TTCTTAATGGCGCCCAGATCAAGCTTCGAGAATAT GAAGCAGCACT GA- TTCGAA- GATGCAGCTCTTGCTACTG 73
GCCCTTTCTTAATGGCGCCCAGATCAAGCTTCGAGAATAT GAAGCAGCACT GAATTCGAAAGATGCAGCTCTTGCTACTG 166
GCCCTTTCTTAATGGCGCCCAGAT CAAGCTTCGAGAATAT GAAGCAGCACT GAATTCGAAAGATGCAGCTCTTGCTACTG 159
GCCCTTTCTTAATGGCGCCCAGATCAAGCTTCGAGAATAT GAAGCAGCACT GJATTCGAAAGATGCAGCTCTTGCTACTG 160

CACTTGGT GACAAAAAAAGT TTAGAGGGAGATTT GGAGGAT CTGAAGGAT CAGGT T GGCCAGCCGCAGGGT T GT GATGGT

GG
CACTTGGT GACAAAAAAAGT TTAGAGGGAGATTT GGAGGAT CTGAAGGAT CAGGT T GGCCAGCCGCAGGGT T GT GATGGT

170 180 190 200 210 220 230 240

CACTTGGT GACAAAAAAAGT TTAGAGGGAGATTTGGAGGAT CTGAAGGAT CAGGT T GGCCAGCCGCAGGGTTGT GATGGT 153
CACTTGGT GACAAAAAAAGT TTAGAGGGAGATTTGGAGGAT CTGAAGGAT CAGGT TGGCCAGCCGCAGGGTTGTGATGGT 236
CACTTGGT GACAAAAAAAGT TTAGAGGGAGATTTGGAGGAT CTGAAGGAT CAGGTTGGCCAGCCGCAGGGTTGTGATGGT 239
CACTTGGT GACAAAAAAAGT TTAGAGGGAGATTTGGAGGAT CTGAAGGAT CAGGT TGGCCAGCCGCAGGGTTGTGATGGT 240

GGCAGGAT CCCGGAGCCGGCCCT CCTCATCTTTCAGATTGTAGCCTTCT GGCCT CTTATCACGCT

C.
GGCAGGAT CCCGGAGCCGGCCCT CCTCATCTTTCAGATT GTAGCCTTCT GGCCT CTTAT CACGCT CAAGGGCAATTCCAG

250 260 270 280 290 300 310 320
GGCAGGAT CCCGGAGCCGGCCCT CCTCATCTTTCAGATTGTAGCCTTCT GGCCT CTTATCACGCTC 219
GGCAGGAT CCCGGAGCCGGCCCT CCTCATCTTTCAGATTGTAGCCTTCTGGCCT CTTATCACGCT CAAGGGCAATTCCAG 316
GGCAGGAT CCCGGAGCCGGCCCT CCTCATCTTTCAGATTGTAGCCTTCTGGCCT CTTATCACGCT CAAGGGCAATTCCAG 319
GGCAGGAT CCCGGAGCCGGCCCT CCTCATCTTTCAGATT GTAGCCTTCT GGCCT CTTAT CACGCT CAAGGGCAATTCCAG 320

AGCTGCTCCTCAAGCTATGCTAAGAAGGAATCTGATCTTAA
TGGCGCCCAGATCAAGCTTCGAGAATATGAAGCAGCACTG
AATTCGAAAGATGCAGCTCTTGCTACTGCACTTGGTGACA
AAAAAAGTTTAGAGGGAGATTTGGAGGATCTGAAGGATCA
GGTTGGCCABCCGCAGGGTTGTGATGGTGGCAGGATCCCG
GAGCCGGCCCTCCTCATCTTTCAGATTGTAGCCTICTGGCC
TCTTATCACGCTCGCTGACTTTCCACAGCTTCACAGTTTTAT
CATTAGTAGACAGAAGAAAGTAAGCTGCATTCTGCTGGG

(Product size 220bp)




